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Supplemental material

Fig. S1. Maximum likelihood phylogenetic tree of Dasyurid herpesvirus 3 in the context of

representatives of the Herpesviridae family based on the amino acid sequences of

glycoprotein M. The tree is mid-point rooted and scaled to the number of amino acid

substitutions per site. Bootstrap values (>80%) are shown at the key nodes. The newly

discovered Dasyurid herpesvirus 3 is shown in red.

Fig. S2. Maximum likelihood phylogenetic tree of Dasyurid herpesvirus 3 in the context of

representatives of the Herpesviridae family based on the amino acid sequences of major

capsid. The tree is mid-point rooted and scaled to the number of amino acid substitutions

per site. Bootstrap values (>80%) are shown at the key nodes. The newly discovered

DaHV-3 is shown in red.

Fig. S3. Maximum likelihood phylogenetic tree of Tasmanian devil-associated

papillomavirus 1 and 2 in the context of representatives of the Papillomaviridae family

based on the amino acid sequences of E1 protein. The tree is mid-point rooted and scaled

to the number of amino acid substitutions per site. Bootstrap values (>80%) are shown at

the key nodes. The 2 newly discovered papillomarviruses is shown in red.
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Fig. S4. Maximum likelihood phylogenetic tree of Tasmanian devil-associated polyomavirus

1 in the context of representatives of the Polyomarviridae family based on the amino acid

sequences of VP1. The tree is mid-point rooted and scaled to the number of amino acid

substitutions per site. Bootstrap values (>80%) are shown at the key nodes. The newly

discovered polyomavirus is shown in red.

Fig. S5. Maximum likelihood phylogenetic tree of Tasmanian devil-associated polyomavirus

1 and Tasmanian devil-associated polyoma-like virus 2 in the context of representatives of

the Polyomaviridae family based on the amino acid sequences of the large T antigen. The

tree is mid-point rooted and scaled to the number of amino acid substitutions per site.

Bootstrap values (>80%) are shown at the key nodes. The 2 newly discovered viruses are

shown in red.
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YP 001285488 WU Polyomavirus
98 YP 001111259 Human polyomavirus 3
— YP 009362022 Canis familiaris polyomavirus 1

99 - YP 009329839 Leptonychotes weddellii polyomavirus 1
1 | |

99

86

99

96

92 (99

96

| 81 YP 717940 Human polyomavirus 1

YP 009111364 Chlorocebus pygerythrus polyomavirus 2
- YP 406555 Simian virus 12
YP 009111344 Cercopithecus erythrotis polyomavirus 1
9971 YP 009186690 Pan troglodytes verus polyomavirus 8
| - YP 009158875 Pan troglodytes troglodytes polyomavirus 1
— NP 043512 JC polyomavirus
YP 003708382 Macaca mulatta polyomavirus 1
YP 006383692 Equus caballus polyomavirus 1
YP 008603286 African elephant polyomavirus 1
88 — YP 009091977 Sea otter polyomavirus 1

1 1i)|0:[YP 009174997 Pteronotus parnellii polyomavirus 1

96

99| L YP 007346979 Pteronotus polyomavirus
YP 009175002 Desmodus rotundus polyomavirus 1
YP 009134727 Sheep polyomavirus 1
YP 007346974 Miniopterus africanus polyomavirus 1
— YP 009351896 Rhinolophus hildebrandtii polyomavirus 1
91 99_E YP 007195277 Cebus albifrons polyomavirus 1
YP 001531349 Squirrel monkey polyomavirus
NP 041232 Mus musculus polyomavirus 2
YP 009315928 Polyomavirus sp.
YP 002261489 Myotis polyomavirus VM-2008
q9 YP 009111358 Mastomys natalensis polyomavirus 1
48 — YP 009129312 Bat polyomavirus 6¢
YP 009129300 Bat polyomavirus 6d
92 |— YP 009129282 Bat polyomavirus 6a
87 YP 009351902 Rousettus aegyptiacus polyomavirus 1
100 = YP 009129316 Bat polyomavirus 6b
YP 009110694 Bovine polyomavirus 3
— YP 003848919 Human polyomavirus 6

99

87

100 — YP 003848924 Human polyomavirus 7

NP 040788 Bos taurus polyomavirus 1

. Tasmanian devil-associated polyomavirus 1
. Tasmanian devil-associated polyoma-like virus 2

YP 005454255 Canary polyomavirus
——— YP 004061429 Budgerigar fledgling disease virus - 1
YP 009115503 Adelie penguin polyomavirus

YP 008873519 Butcherbird polyomavirus
99 YP 529828 Crow polyomavirus

85 NP 849170 Goose hemorrhagic polyomavirus
i

YP 009252373 Marbled eel polyomavirus

84

YP 009116786 Giant guitarfish polyomavirus 1

92

YP 009345068 Pomona leaf-nosed bat associated polyomavirus
YP 009134738 Trematomus polyomavirus 1

99 || YP 009272697 Sparus aurata polyomavirus 1

0.5

YP 009110678 Black sea bass polyomavirus 1

LTAg

NC 010817.1 Bandicoot papillomatosis carcinomatosis virus type 2 complete genome LTAg



