1SV 60 4 BLIAL
— ISV 60 4 +2170
1Sy 60 1 6l2rN
ISV B0 H 1S1HZM
1SVO B0 4 vLe'DY,

Roots

ISVO 00 4 PIEDHA _
ISV_00 W BLIAL
- ISy 00§ $2110
1SEHZ

ISYD 00 vINIHO'HOVL
HN3 00 H V1S

ISVD

ISVO 00 4 vL'EDHAN

HN3 6O 7 eeas
IS¥0 B0 T 6Sny'ana
1Sv0 T PINIHO'HOVL

AN 601281V

dn3 00 7 2ris

ISV 00 T v'Sneav]

"n3 00 7 044

€N 00 7 663S
ISYD 00T 6SNH'ENa

0ct

T T T T 1
00} 08 09 ov 0c

wbieH

Fig. S3. Distance clustering dendrogram of gene expression data of separate samples. Clustering was performed using Euclidean distances and the average

agglomerative method on 11959 genes. Each label indicates an accession number, tissue, and population.

In the labels, CO and C'G correspond to diploid species

C. orientalis and C. grandiflora, respectively. The Asian, Central Asian, European and Middle Eastern populations of C. bursa-pastoris are called ASI, CASI, EUR and
ME, and the two subgenomes are indicated with Co and Cg. F, L, and R stand for flower, leave and root tissues, respectively. Color boxes indicate different species and

subgenomes.
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