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Conserved genes  Conserved sequences
S. aureus 776,385 (28%) 1,843,071 (65%)
E. faecium 530,487 (11%) 994,708 (37%)
K. pneumoniae 1,578,252 (24%) 3,574,338 (67%)

Table S1: Number of nucleotides and the corresponding fraction of the reference genome included in the conserved-
gene and conserved-sequence core genomes.
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Figure S1: Quality metrics per species (S. aureus first row, K. pneumoniae second row, E. faecium third row) for aligned
data and quality thresholds used to include samples in this work.
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Figure S2: Conserved-gene SNV distances for the S. aureus outbreak cluster (threshold at 49 SNV’s). Color band
shows the origin and sequence type of samples, and whether they were labeled as part of the outbreak in the
outbreak study.
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Figure S3: Conserved-sequence SNV distances for the S. aureus outbreak cluster (threshold at 22 SNV’s). Color
band shows the origin and sequence type of samples, and whether they were labeled as part of the outbreak in the
outbreak study (note that the East England samples added to the cluster may be genomically similar but are not
labeled as part of the outbreak).
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Figure S4: Intersection core genome SNV distances for the S. aureus outbreak cluster (threshold at 7 SNV’s). Color
band shows the origin and sequence type of samples, and whether they were labeled as part of the outbreak in the
outbreak study (note that the East England samples added to the cluster may be genomically similar but are not
labeled as part of the outbreak).
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Figure S5: Conserved-gene SNV distances for the S. aureus outbreak cluster (threshold at 89 SNV’s). At a threshold
of 89 SNV’s, all 44 Cambridge outbreak samples are confirmed, although some samples are barely connected. At
this threshold, one of the samples confirmed to be unrelated to the outbreak — and of different sequence type — is
also included.
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