malachite lazurite aquamarine

ruby

1.00—

0.75 —

0.50 —

0.25—

0.00—
1.00—

0.75— -+

0.50 —

0.25 —

0.00 —
1.00—

0.75—

0.50 —

0.25—

0.00 — -

1.00—

0.75—

0.50—

0.25—

0.00—

H2AV.9751 — |

H2B.UBIQ.(NRO3) —

H3K18AC —!

I

[&]
<
M~
o
4
«
T

Histone modifications

H3K27ME1 —

H3K36MET1 —

H3K4ME1 —

i

H3K4ME2.MILLIPORE —

J
ﬂ'

H3K79ME1 —

|

H3K79ME2 —

H3K79ME3.(ABCAM.AB2621.LOT.1) —

H3K9AC —

H3KOME2.AB2.(NEW.LOT) — |

H4K16AC(L) —

HAKBAC — !

CHRO(CHRIZ)BR™

T
—

GAF —
HP4.Q4072 —

CP190.HB — I__.-.........
HP1.WA191 —
HP1A.WA184—
HP2.(AB2.80)

E chr4 E| gencme

Chromatin proteins

ISWI.Q4095 —

I

<
o)
[{=]
ol
G
=
=
(=)
T
)

JIL1.Q3433 —

LSD1.Q3430 —

MOF.Q4145 —

MRG15.Q2481 —

'_

POF.(MO.459) —

PR.SET7.Q13484 —

RNA.POL.IIL(ALG) —
RPD3.Q3451 —

SU(VAR)3.7.Q3448 — E‘ :

SU(VAR)3.9 — |

5 5=

WDS.Q2691 —

Fig. S17 The differences in
the distribution of proteins
in the four chromatin types
of the fourth chromosome

and the rest of the D.
melanogaster genome.
Statistical ~analysis  was

performed using the Mann-
Whitney U test. On the
horizontal axis, all histone
modifications (the left part
of the graphs) and chromatin
proteins (the right part) are
noted, the proportion of
which in the determined
chromatin state of the fourth
chromosome is significantly
different from that for the
rest of the genome. The
vertical axis shows the
portion occupied by the
protein in a particular
chromatin state. Shown are
boxplot  diagrams  for
proteins that have significant
differences (p<0,001).



