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Supplemental Figure Legends:

Figure S$1. Assessment of reproducibility of the analytical approach employed in this
study. A, Triplicate PSD fractions were generated and analyzed to determine the
variation in any one protein’s measured intensity across three replicate preparations. B,
A histogram of the number of proteins within bins of measured variations (bins of 5%
relative standard deviation) show that the sample preparation protocol is reproducible
and the workflow is capable of quantitatively measuring differences in samples due to

biology.

Figure S2: Three-dimensional principal component analysis (PCA) of the z-score
corrected protein intensity values across control (n=4 animals, n=8 analytical injections)
and VNS challenge (n=6 animals, n=12 analytical injections). For each unique biological
(i.e., animal) sample, two datasets (i.e., technical duplicates) were acquired. A, The PCA
analysis at the global protein level (n=436 proteins) indicated a VNS-stimulus dependent
separation based on PC2. B, The PCA analysis using only those n=22 proteins
classified as being differentially regulated in VNS versus Control indicated a VNS-

stimulus dependent separation based on PCA1.

Figure S3. A, Subcellular distribution of PSD proteins in the rat brain. Proteins (10 or 1
Mg) of each fraction isolated from rat hippocampus were analyzed by immunoblotting
analysis with indicated antibodies. B, Quantification of enrichment of PSD-95 and
synaptophysin in rat brain subcellular fractions. PSD-95, a marker of the postsynaptic
density, was highly enriched in PSD-1T and PSD-2T fractions whereas synaptophysin, a
marker of the presynaptic axon terminal, was highly enriched in presynaptic fraction and
absent in PSD fractions. The enrichment of PSD-95 and absence of synaptophysin

immunoreactivities in the PSD fractions validated the purification of the PSD fraction.
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Supplemental Table 1. Proteins identified in PSD fraction by LC-MS/MS grouped by function.

Bold text indicates proteins not yet identified in the PSD fraction by proteomic analyses.

Bracketed numbers indicate that the preceding residue was modified. C[160.0307] indicates alkylation of cysteine, and M[147.0354] indicates oxidation of methionine.

Protein Name Number
Protein of Unique [Peptide
Description | Peptides
Peptide 1 |Peptide 2 |Peptide3 |Peptided |Peptide5 |Peptide 6 |Peptide7 |Peptide8 |Peptide9 |Peptide 10 |Peptide 11 |Peptide 12 |Peptide 13 |Peptide 14 |Peptide 15 |Peptide 16 |Peptide 17 |Peptide 18 |Peptide 19 |Peptide 20
Cell adhesion and
junction
PGCB_RAT B’e"i“"t ! 1 |FKDTETPK
core protein jiind
CAD13_MOUSE  [Cadherin-13 | 2 [INENTGSV [SIVVSPILI
SVTR PENQR
YSVTGPG
) ADQPPT
(CADH2_RAT Cadherin-2 3 |SAAPHPGD [GIFINPIS [FLEAGIY
IGDFINEGL |GQLSVTK [EVPIVITD
K PLDR  |SGNPPK
Catenin VEEALEAV NTSDVIN [ALLSAVT [NATNEQD
[CTNAZ MOUSE |.ipna-2 5 Kk LVYDGVR |LNYVAAR |AAK R LANR
Catenin beta, [LNDEDQ
[CTNBT_MOUSE | 2 Jvalvr  VWWNK
. TSTAPSS
CTND2_MOUSE da"e"é” 3 |GGSAPEG |PGVDSVP|AAGQSFS
ella- AAYAAPR _|LQR QGTTGR
] FYVSSG
CLD11_MOUSE  [Claudin-11 1 lspThak
" [SAIEIDIPY
CLD12_MOUSE  [Claudin-12 1 \emst
STEATLS IKTDGAA TDGAAPN
[CNTN1_RAT Contactin-1 20 AHSDGG FGYLDPF VLEPMPT PNVAPSD VAPSDVG \VVATNTL
TTKPYPADI [HSIEVPIP ILYRPDG [DGVVSQ [ATSVALT |PPEDRPE TILSDDW [VQUTSQE|TDPPIEG ASPFPVY |FIPLIPIPE [TAEISTS |DGEYVVE|VGGGGG [ELTITWA |GGGGTN [VTVTNPD [GTGEPSI |GPPGPP
wark R QHDGK VK WSR v K YSAR  |NMESAK |IVESYQIR K R GAVLK VR TNR PLSR R TGR PSNR  |GGLR
Contactin-
CNTP1_MOUSE [associated 3 DQNLPQ! [FSLLVDS
protein 1 YNLQSALR |LEESR _ |QLDSPK
Gap junction MGQAGS
(CXA1_RAT alpha-1 5  [VAAGHELQ |QASEQN |TISNSHA SDPYHAT
protein PLAIVDQR |WANYSA |QPFDFPD [GDWSAL [TGPLSPS
PSSR EQNR  |DNQNAK |GK K
Gap
junction
CXG2_RAT gamma-2 1 |scaqEala
protein TKPR
Hyaluronan
HPLN1_MOUSE | ol 1
proteogly LLVEAEQA
link protein 1 <
Immunoglo
lGs21_mouse [P 2
e or 21 LIVFENPNI [TPGSDGT|
member PR VEVR
intercelluiar
ICAM5_MOUSE  |adhesion 1
molecule 5 ASLTLTLLR
Leukocyte
(CD47_RAT surface 1
antigen
cpa7 ISVSDLLK
Limbic
system- C[160.030
LSAMP_MOUSE  [associated 7 7IEASAVP EFEGEEE
IIFAGHD |HALEYSL |APDFEW [AANEVSS [VTVNYPP [YLEILGIT [GTDNITV
protein K R YR ADVK  |TITESK _|R R
Neural cell
NCAM1_MOUSE  |adhesion 1 |GLGEISAAT
molecule 1 EFK
Neurocan RLTLAGA VSLPAYP
NCANMOUSE | ore protein 4 |aspsGLYR |R YPIQTPR |R
VIAVNEVG
NFASC_RAT Neurofascin 1 |ssHPsLPS
ER
[ELVDADVQ
NLGN1_RAT 1 1 lear
VPLPSEIL
NLGN3_RAT Neuroligin-3 3 GPVDQYL
TGDPNKPV [GVPYAAP |LTALPDY
PQDTK  |PIGEK [TLTLR
Neuronal
NEGR1_RAT growth 4 |LFNGQQGI NFAP [SSIIF
regulator 1 IQNFSTR _|VSISTLNK|TIQEIK _|DK
AVGFVSE
NTRI_MOUSE ~ |Neurotrimin 4 |VHLIVQVS [SGDATFP [VTVNYPP |DEYLEIQ
PK K YISEAK _|GITR
Opioid-
binding
OPCM_RAT protein/cell 2
adhesion ITVNYPPYI [LATGLDG
molecule SK VR
TPQEDQ
PKP4_MOUSE  |Plakophilin-4| 3 |ALADSGGI [VVSSVAT |WDGVGPI
EK ALR PGLSK
TENR_RAT Tenascin-R 1 |LDSSVWPN
TVIEFTITR
[Chaperone
DnaJ
homolog
DICH_MOUSE |5\ pfamily ¢ 2 ENTASDIL
member 11 aK
Heat shock INQUAM([1
HSP7C_MOUSE  |cognate 71 13 NQTAEKE [STAGDTH [NQUAMN [IINEPTAA 147.0354]N [TVTNAVY
KDa protein IINEPTAAAI SQIHDIVL [EFEHQQ [LGGEDFD|PTNTVFD |AIAYGLD |VEIIANDQ|PTNTVFD [TVPAYFN |FEELNAD [TTPSYVA [DAGTIAG
AYGLDKK |ITITNDK |VGGSTR |K NR IAK K GNR_ |AK DSQR  |LFR FTDTER |LNVLR
Heat shock
HSF3_MOUSE factor 1 |oeyewven
protein 3 <
Heat shock
HSPBS_RAT 1

protein beta
8

FGVPAEGR
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Peptide 1 Peptide 2 |Peptide3 |Peptide 4 |Peptide 5 |Peptide 6 |Peptide 7 |Peptide 8 |Peptide 9 |Peptide 10 |Peptide 11 |Peptide 12 |Peptide 13 |Peptide 14 |Peptide 15 |Peptide 16 |Peptide 17 |Peptide 18 |Peptide 19 |Peptide 20
o
TG RAT Actin, " DLYANTV EITALAPS SYELPDG
- K LSGGTTM|EITALAPS |AGFAGD [TM[147.03|QEYDES |DSYVGD |DSYVGD |GYSFTTT |QVITIGNE
RPR RGILTLK |YPGIADR |TMK DAPR  |s4K GPSIVHR [EAQSK |EAQSKR |AER R
Actin-related
ARPC4_MOUSE Z;‘:r"z‘gf“ 1
it ELLLQPVTI
SR
Ipha-act RDQALTEE
ACTN1_RAT ! 1 ier
FSTSGLSI
AINX RAT Alpha- » RLPASDG VGESFEE |LPASDGL [SGLNPLP KEEEEEE
- internexin ALEAELAA |KLLEGEE |DVDGATL [TNEKEQL [LDLSQAA [AQLEEAS |DGLAEEV |ASREEIH |TLEETVV [DLSQAAA NPSYLLP |LLEGEET |EEEEGAS FANLNEQ |VSSAGLS [STIEEITT |AQYESLA
LR R QGLNDR |AR SAR arR EYR STK R PR R K FAVFIEK |AAR LK SssaK |AK EEEGASK|TIEIEGLR
AGEEEP
ANK2_MOUSE  |Ankyrin-2 7 |SHTLSHAS |TLEQQEN |GEPFEIV [GADSGLL [TDKRPPV |ATSPLIEE |ATFSPIVT
YLR FSEVAR |ER TEPVIR |PSSGR [TPIGSIK |LEPR
E41L1_RAT Band 4.1dke| 4 |ApespTGD
- protein 1 EDQDQER
413 mouse  [Band4tlikel 4 ngmiseL
protein 3
(COR1A_RAT Coronin-1A 1 EAGPL“SL
[COR1C_MOUSE  |Coronin-1C 1 EADP‘USL
IASDSGP:
DREB_RAT Drebrin 1 |sssssssP
PR
F-actin-
capping
(CAZA2_ MOUSE  |protein 2
subunit LLLNNDN
alpha-2 TSVETALR |LLR
S SADESG
sPTA2 RAT al‘;ica“;“am 7 HALLEAD QALLAAG LIQSHPE LQQSHPL [NQALNTD
- olpha chain. KFEEFQTD [HQALQAE|VAAHQD |HQLLEAD [HQAFEAE [HYASDEV [EKLDILD |AALLELW |SAEDLKE |LIDVNHY |KLLEATE |LIQEQHP SQLLGSA [DADETKE [SANQIQV |NYGHDLA TKQEEVN [ALSSEGK [MNEVISL
LAAHEER |IAGHEPR |R ISAHEDR |LSANGSR R QER ELR K AK EEELIK |KFDDFQK|HEVQR |WIEEK |K SVOALQR|AAWQR |PYVTK  |WK
Spectrin
N N . EAEKLES TQTAIAS IVSSNDV DASVAEA FESLEPE TLETPAA
! e chain: LILEVHQFS [DTGNIGQ |EHPDQA [TQILAAS [EDMPNTL [KHYASEE |GHDEYST|LEDLEVI |EVDDLEQ |LQALDTG [ITDLYTDL [DQNTVET|WLLGQE |LTTLELLE [MNNQAS [VQAVVAV [LVSDGNI QMEGFL |QALQDTL
R ER QAILSR |VELHK |TEAEK |IKEK  |QSLVK |QHR  |WIAER |WNELHK |R LarR PYLSSR |VR AR NSDR  |IDDIFER |NR ALYK
Spectrin VVNAAIAT VGELTQE |LTLEQGQ
SPTN2_RAT beta chain, 34 LLEVLSG |ASSASGE LVSSPEV |ANALAAG |QLVAEGH LLOPEDV
brain 2 VPTLEQHY [RREESLG [ETLPKPT |PEEPVVP [DTSTIGQ |GHDEFST|HPAQAPA [PGANQA [ETWLSEN [SAVAWEE DLTSVNIL [NVDQPD VGDLYSD |LGEVQTG|DLNAAEA |LEDLEVV [VTAVSDIA|LEALGTG
EELQAR |EAR K SASR  |ER QALAR |INTR  [STR R AQQFYR |LK EK LTALEER |LR WEDLR _|LGR QOR  |EQLLK  |WEELGR
|SSPGLYNA
Synaptopodi PvaDSLaP
SYNPO_RAT > 2 [TAVSPTYS VASEEEE
SDISPVSP [VPLVVYL
SR K
Cytoskeleton-
Other
Glial fibrillary
(GFAP_RAT a°":'° 8 |QEADEATL |FADLTDV [ESASYQE |ALAAELN |ITIPVQTF |LEAENNL |LQDETNL [LADVYQA
protein AR ASR ALAR  |aLR SNLQIR _[AVYR ELR
Keratin, type
K1C10_MOUSE oyosieleal| 1y eonve
LEGK
Keratin,
type Il
K2C1_MOUSE | ioskeletal| 2 |FLEQQNQV|TNAENEF
1 LaTk VTIK
Keratin, type
il
K2C6A_RAT cytoskeletal T |veeLamae
6A R
VAP1A RAT zﬂs‘zz“:?:f 10 [ESTFLDEG TSTEEAT SSLLLDT |NLISPEL
- e 1A PDEQEITPL|VAVVEQD |VPEAGES [REEVLEE |ALGLEES [EPQKDEV|VLFPGNA [VTSIPSS |GVVFFNV [AVLDALL
QHTPR  |LIHOK  |LATR  |eAK PAEGSK |LR PONK R PDK EGK
Microtubule- NLISPDL
MAP1B_RAT lassociated 3 |HSPTEDEE |TPEVSGY [GVVFLNV
protein 1B IAK TYEK  |PENLK
Microtubule- VGSLDNAH [VTEGSQP| (GLSSVPE TTATSGE ETSPET
MAP2_RAT lassociated 13 |HVPGGGN [FAPVFFQ |LASVSAD [VAEVETT |LINQPLP |GNAQESL|TPGTPGT [FAAPVQP |SAQAPSA|ADQGLDV/|SILTEQLE |LIQDEVAL|VTSEPEA
protein 2 VK SDDK  |AEVAR _[TK DLK DTVSPK |PSYPR |[EEER  |FK AAK TPK K VSEK
Microtubule-
MAP4_MOUSE |associated 1 |LATTVSAP
protein 4
Microtubule- YSEATEH TEGHEEK SEGHEQ RSEGHE
MAP6_RAT associated 14 PGAPPQ |TTESPSA [PLPPAQS [ATGPAPG [TTAAHAQ |DPEGAG [QTTAAHA |AVAIETQP
protein 6 VEKPSVQS [PPAPPQP |TKPDDKE [QTQEGG [PSGDRET|GTGPEG |GAGVPAA|QGTGPE |AQGESDA|DLGPVAP [SEYQPSD|EEVTSTV |ADIAVPLY [AVADALN
SKPK GLAPPSR |ask PAAGK  |AAAPGR |GK oK GoK AR ASVK  |APFER |SSSYR |FTK R
Microtubule- IGSLDNIT
TAU_RAT lassociated 2 HVPGGG
protein tau IGSTENLK |NK
Microtubule-
lassociated
MLP3B_RAT proteins 1
1AI1B light
chain 38 IPVIER
Neurofilame GFGPSP
NFH_RAT nt heavy 8  |KEEVPAAP |AEEKEPL |AAAPEEE [TSVSSVS [FAQEAEA FSLTEGL [EYQDLLN
polypeptide EKK TEKPK |TPAK  |ASPSR |AR FAGYIDK |PK K
Neurofilame SAYSSYS
NFL_MOUSE ntlight 8  |LAAEDATN |AQLQDLN|FTVLTES |YEEEVLS |ALYEQEI |APVSSSL |EGLEETL [VLEAELL
polypeptide EK DR AAK R SVR R VLR
Neurofilame
NFM_RAT nt medium 9 |LRDDTEAAI|SNEKEQL [VSGSPSS [GSPSTVS [VQSLQDE|QLSDIEE VEEHEET
polypeptide R QGLNDR |GFR SSYK  VAFLR R FAGYIEK |FEEK  |TDISTALK
Neuronal-
SEPTS_RAT specific 1 [WNVIPVIA
septin-3 K
SSSVGSS
PLEC1_RAT Plectin-1 7 |SKELAEQE |ALQALDE |LTQGHTT [SSYPISS |APVPASE |EVAEADE |VPVDVAY
AAR LK VAELTQR |AVPR  |LLASK VR
SYELQESN [ELEEEVS
[SEP11_RAT Septin-11 2 R NFQK
[SEP14_MOUSE _[Septin-14 1 [QQEETK
ASIPFSVV
SEPT2_RAT Septin-2 1 |GSNQLIEA
K
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Peptide 1 Peptide 2 |Peptide3 |Peptide 4 |Peptide 5 |Peptide 6 |Peptide 7 |Peptide 8 |Peptide 9 |Peptide 10 |Peptide 11 |Peptide 12 |Peptide 13 |Peptide 14 |Peptide 15 |Peptide 16 |Peptide 17 |Peptide 18 |Peptide 19 |Peptide 20
M[147.0354]
ESPIPILPL
SEPT5_MOUSE  [Septin-5 2 |oTPDAETE INQTVEL
K K
IVEFPET [NLEGYVG
SEPT7_MOUSE  [Septin-7 7 |ILEQQNSS |DDEEENK|FANLPNQ [DSEAELQ|ANWEAQ |DVTNNVH|FEDYLNA
R LvK VYR R R YENYR |ESR
SEPTE_RAT Septin-8 2 R SFLSELQ
Tubulin TIGGGDD TIQFVDW |AVFVDLE
TBATA_MOUSE :L":I:'M 6 |DVNAAIATI [SFNTFFS |ENIDLVLD |LIGQIVSS |C[160.030 [PTVIDEV
K ETGAGK |R ITASLR _|7IPTGFK |R
BA4A MOUSE ;‘;:“;‘:A " VGINYQP |IHFPLATY FDGALNV
! e NLDIERPTY|EDMAALE|DVNAAIA |LSVDYGK [EDAANNY [PTVVPGG|APVISAE |ENDPVLD |DLTEFQT |AVFVDLE |LISQIVSSI
TNLNR K AIK DLAK K R NLVPYPR |PTVIDEIR |TASLR
TBB2A_RAT ;:b;:::e‘a' 2 INVYYNE
YLTVAAIFR |AAGNK
AVLVDLE
Tubulin beta- ALTVPELT|PGTM[147
TBB2C_MOUSE  |5¢ chain 4 |AvLVDLEP |QQMFDA |.0354IDSV INVYYNE
GTMDSVR |K R ATGGK
1883 RAT Tubulin beta-|
3 chain YLTVATVFR
TBB4_MOUSE I“Cbh:':: betal 4 INVYYNEAT
GGNYVPR
rubuiin beta. sGPFGa AILVDLEP
TBBS_RAT ok 17 IM[147.03 AILVDLEP MAVTFIG LAVNM[14|GHYTEG |ALTVPELT|FRPDNFV GTM[147.
EVDEQMLN|IREEYPD [FPGQLNA [54INTFSV IMNTFSV [GTMDSV [LAVNMVP [NSTAIQE [ISEQFTA |YLTVAAV |7.0354]VP |AELVDSV |QQVFDA |FGQSGA |ISVYYNE |03541DSV [NSSYFVE
VaNK R DLR VPSPK  |VPSPK |R FPR LFK MFR FR FPR LDWR K GNNWAK |ATGGK R WIPNNVK
Tubulin
polymerizati
TPPP_MOUSE  |on- 2 VDLVDES
promoting APVISGVT [GYVPGY
protein K K
|GTPases and
Arf.GAP
with
GTPase,
ANK repeat
acapz_mouse AN 2
domain- AEAAAVA
containing TEGSAVQA [GLSTPGS
protein 2 EAK LHR
Arf.GAP
with SH3
domain,
ANK repeat
asap2_mouse AN 1
domain-
containing
protein 2 EIISEVQR
ATLAT_MOUSE T [GLLEVFK
ELKS/Rabs-
<8612 Mouse  |eractinglC|
gﬁ;gae’:“:y RFENAPDS
AK
GTPase VGIPFIET
RASK_MSVKI Roe T leak
Guanine
nucleotide-
(GNAI1_RAT pinding 3
- protein G(i), EYQLNDS
alpha-1 IAQPNYIP [AAYYLND
subunit IDFGDAAR [TQQDVLR|LDR
Guanine
nucleotide-
GNAI2_RAT pinding 1
! protein G(i), EYQLNDSA
alpha-2 |AYYLNDLE
subunit R
Guanine
nucleotide-
binding
GBG2_MOUSE |protein 2
C(VC(S)G( EDPLLTP
;’z";‘:’:’a“_'z‘" VPASENP
KLVEQLK |FR
Guanine
nucleotide-
binding
(GBB1_RAT protein 1
G(1)/G(S)G( LFVSGAC[t
T) subunit 60.0307]DA
beta-1 SAK
Guanine
nucleotide-
binding
(GBB2_RAT protein 4
G(1)/G(S)G( TFVSGAC
T) subunit LIWDSYT [[160.0307] |LLVSASQ
beta-2 VHAIPLR _[TNK DASK DK
HGU“JZL’;;E SPLTIC[16
oincing 0.0307)FP
(GNAC_RAT ooy | 1 EYPGSNT
o AMDTLGV IGAADYQ |LWGDSGI [MVC[160. YEDAAAY
b TTGIVETHF |IHEDGFS [NLKEDGI [EYGDKE |YYLDSLD [PTEQDIL |QEC[160. [0307]DVV |AMDTLGV|IQTQFES [SREYQLN|EYQLNDS|LFDVGG
TFK GEDVK |sAAK  |R R R 0307JFNR |SR EYGDK K DsAK  |AK
Guanine
nucleotide-
GNAZ_RAT pinding 4
- protein G(z) AYDAVQLF
subunit ALTGPAES |GEITPELL|LLLLGTS |LYEDNQT
alpha K GVMR  |NSGK _|SR
PH and
SECT
PSD3_MOUSE  |domain- 2
containing NAVSVHHA [LSQEEQL
protein 3 LASK
Proto-
VAV_MOUSE loncogene 1 |LALDAM[14
vav 7.03541R
TGPTGGF
RAPGQKP [DSEGWD [TLNPEFN |QAAPHTA [TKPQQPA
RP3A_RAT Rabphilin-3A| 5 |GppLTSAP |HGHGGG |EEFFYDI [GPYSQA |GEPATQE
GR AGDTSR_|K APAR __|QPTPESR
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Peptide 1 Peptide 2 |Peptide3 |Peptide 4 |Peptide 5 |Peptide 6 |Peptide 7 |Peptide 8 |Peptide 9 |Peptide 10 |Peptide 11 |Peptide 12 |Peptide 13 |Peptide 14 |Peptide 15 |Peptide 16 |Peptide 17 |Peptide 18 |Peptide 19 |Peptide 20
Rap guanine
RPGF4_MOUSE ”“C‘:""de 3
oo’ ISSEDVDIIF [TTANLDL [VLLQQFN
actor R FLR TGDER
Res GlTpase' SASGDTV LsaGsG
SYGP1_RAT ac "“a ing 24 FWGEHF [VVNSHC[ GGEPPG LSQMGV IAGYVGLYV [SVSMLDL LSQGSG MLC[160. |SSITAAG
[, DLFYVSRP |DKWIENL EFNNLPA [160.0307] |RLLSQEE [DTFAPFH |DLNSSID |TTDGVPA |LLSDISTA [GSIPAMS [TVPVATL |QGDGPG VIQNLAN [SSITAAG |DHPAMA |0307JAVL |M[147.035
4 PLAR R KLEEYER |VR VFPR  |QTSK _ |GYSK  |LQSFMAR|QQLR  |LR YAPFR |AGR  |GR LWIEAR |FSK MR EPLPEPK [EPALNVK |4IR AIEEYMR
Ras-related
c3
RAC1_MOUSE [botulinum 6 HHCI160. AVLC[160. YLEC[160
toxin LDLRDDKD [0307]PNT |LTPITYPQ [0307]PPP 0307)SAL
substrate 1 TIEK PILVGTK |GLAMAK VK WYPEVR [TQR
Ras-related
RAB14_RAT proteinRab- | 1 [LTSEPQPQ
14 R
Ras-related
RAB35_RAT protein Rab- | 1 [VVETEDAY
35 K
Ras-related
RABSA_MOUSE proteinRab 1 ygpaneg
ANSAR
Ras-related
RABSC_MOUSE  proteinRab-| 1 [NEPQNAA
5C GAPGR
Ras-related
RAP1A_MOUSE [proteinRap- | 1 [LWLGSGG
1A VGK
Kinases,
Phosphatases and
Regulators
Brain-
enriched
lquanylate
BEGIN_RAT kinase- 2 AAATLGS
associated AGGDLSLS |PLEAQUA
protein PSR PGFAR
Calciumical
modulin-
dependent
KCC2A_RAT protein 13
kinase type STVASC[t ESSESTN [ESSESTN [VTEQLIE
Il alpha 60.0307]M |RITAAEAL |MLTINPS |ITQYLDA |FYFENLW |TTIEDED [TTIEDED |AISNGDF |VLAGQEY|SGAPSVL [MLTINPS |FTEEYQL
chain HPWISHR |HR K R GGIPR  |SR K TKVR  |[ESYTK  |AAK FEELGK
Calcium/cal
modulin-
KCC2B_MOUSE dfp‘e"dem 6 GSLPPAA
EI:;:( o ESSDSTN |LEPQTTVI|GAILTTM[
gl GAILTTMLA [FTDEYQL |FYFENLL [TTIEDED |HNPVDGI |147.0354]
R YEDIGK _|AK AK K LATR
Calcium/cal
modulin-
KCC2D_RAT dependent 2
protein
h";aff e IPTGQEY
elia chain ITASEALK |AAK
Calciumical
modulin-
dependent
KCC2G_RAT protein 7
kinase type QSSAPAS |AGAYDFP
Il gamma DLKPENLL [NLINQML [LTQYIDG [FTDDYQL [PAASAAG [SPEWDT [ITADQAL
chain LASK TINPAK |QGRPR |FEELGK |LAGQAAK [VTPEAK |K
Cal Kinase-
like vesicle- GEEATGC[
[CAMKV_MOUSE ¢ ociated T |1e0.03071A
protein QESaR
Casein
KC1D_RAT finase 1 |sapvivss
isoform delta SOLTOR
Cifron Rho-
lCTRO_MOUSE 2 ATDHPHP
kinase EGPSHPR |STPATAR
Cyclin-
(CDKL5_MOUSE ii’:’;”h&gs 2 |aQTETNTS[TYQASTQ
inase- R PGSSSK
oLk Mouse el . |VQEAVEEN
- kinase R
QADVPAA /AGDAPSE
NEUM RAT Neuromoduli| g INDEDQKIE QDEGKE |VTDAAAT |EGDGSAT| EKKGEG |AEEPSKA
- n QDGVKPE [EKDDAPV [EKDDAPV [DPEADQ [TPAAEDA [TDAAPAT |IEQDGVK [DAAPSEE [GDAPSEE
DK ADGVEKK|ADGVEK [EHA AK SPK PEDK K K
Protein
MYPT1_RAT ‘;"“":‘i"’se 1
regulatory LGSTSDIEE
subunit 12A <
Serinefthreo
DCLK1_MOUSE :'"e"’m‘e'" 3 ISQHGGS
DoLKt TLSDNVNL [SPSPSPT |STSLSST
PQGVR  |SPGSLR |K
Serinefthreo
DCLK2_ MOUSE  |Mine-protein 1
- kinase
(GLVFAISND
DCLK2 N
Serinefthreo
MARK2_MOUSE ::::;‘;’me'" 2 |[KTQSNNAE|[VPVASPS
INKRPEEET |AHNISSS
MARK2 oR SGAPDR
nine-protein
phosphatas
e28
pP2BB_ MousE (215 1
subunit
:’s‘i:'aorm LFEVGGSP
ANTR
nine-protein
PAR3A_MOUSE :"‘f‘s"ha"s 1
regulatory
subunit 3A GIFLLNR
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Peptide 1 Peptide 2 |Peptide 3 |Peptide 4 |Peptide 5 |Peptide 6 |Peptide 7 |Peptide 8 |Peptide9 |Peptide 10 |Peptide 11 |Peptide 12 |Peptide 13 |Peptide 14 |Peptide 15 |Peptide 16 |Peptide 17 |Peptide 18 |Peptide 19 |Peptide 20
nine-protein
phosphatas
PGAMS_RAT P boAMS. 1
mitochondri AVETTONS
al
K
S-phase
kinase-
SKP1_RAT associated " |norFTEEEE
protein 1 AQVR
SRC kinase SSGATPV STGASTA
SRCN1_RAT signaling 8 SGPPPPA SLSTYSA LGGAPTS |GAPPSEL AGAGGPL|
inhibitor 1 THPGPTPT [VSSTPAG |AALQSDL [VVTDTLA |QGVSPS |FPGPGE |LQLQNQE|YGDGYG
PDHKPPK |QPTAVSR |EDSLYK |QIR PSAILER |R SVR FR
[Membrane
Trafficking
AP2
complex
AP2A2 MOUSE |C it 5 |kePSTVTD [DDVQGY [NADVELQ[ALLLSTYI |[ATIQDVL
alpha-2 LEETKR  [AAK arR R
AP-2
complex LAPPLVT
AP2BTMOUSE |Cbunitbeta-|  ©  [LaNNNVYT LLSGEPE |LLSTDPV |QPGNPN
1 IAK NINLIVOK [VQYVALR |TAK FLELLPK |YTLSLK
AP-2
AP2M1_MOUSE complex 4| % |vsprov TFITQQGI
subunit mu- K SGIYETR |DILPFR _|K ISEENIK
[QDAFSA
|GQNADL
DYN1_MOUSE  [Dynamin-1 4 DLPQIAV
VPVGDQPP|VGGQSA [SSVLENF [GISPVPIN
DIEFQR  |GK VGR LR
Niemann-
NPC1_MOUSE  [Pick C1 1 |GTERERLL
protein NF
ASTAAPY arsaap QcPPLQ
svn1 RaT s ymapsin-1 15 LPSPTAA ASPAAPS SQSLTNA [AGPPAQ QSRPVA |QRPPPQ
- ynapsin PQQSAS |GSHSQT |PGSSGG EM[147.03 FNLPEPA [QRPPPQ |QGPPQK IGGPGAP |GQQHLS
VLLVIDEPH [QATPMT |PSPGALP |GGFFSSL [TYATAEP [54]LSSTT PPRPSLS |GGPPQP QASISGP [PAARPPA |GLGPPAG|EMLSSTT [TSVSGN
TOWAK  JaGQGR |LGR SNAVK _|FIDAK  |YPVWVK |MTQALPR|QDEVK _|GPGPQR [IR APPK  |SPSPQR |SPLPQR |YPVWVK WK
TPALSPQ
SYN2_RAT Synapsin-2 6 QTAASAG TPALSPQ |RPLTTQQ
FPLIEQTYY [EMLTLPT [LVDAPAP |QLITDLVI [RPLTTQQ [PQSGTLK
PNHR FPVWVK |SAASR |sK PQSGTLK [EPDSSK
Synaptosom
al- AWGNNQ
[SNP25_MOUSE | csociated 5 |RADQLADE |ADQLADE|EQMAISG [DGVVAS [MLQLVEE
protein 25 SLESTRR |SLESTRR |GFIR  |QPAR  |sK
NTLNPYY
svT1 mouse  |Svnaptotag B NESFSFE LeDIC[16
- min-1 MDVGGLS [VPFEQIQ [LTVVILEA [DLQSAEK [VFVGYNS [VPYSELG [TLNPVFN [0.0307]FS
DPYVK  |K K EEQEK |TGAELR |GK EQFTFK |LR VFLLPDK
SYT7_MousE By 2 [N DPIGEV
min- FAFDIPTEK |SIPLNK
Synaptotag
SYTL3_MOUSE  |min-like 1
protein 3 ALGLLLNR
DPDSAVV
VGQAQG VTVGDEP AIQTDFV
[SNPH_RAT Syntaphilin 8 |HSELDLHP |C[160.030 |[EEGTGES|EAPEPIT |QAGDPS |ADSGFVA |QYQPDL |[VEAQLAL
SGPR 7ISSVLK NTPAEDR |ADDTLSR NTILEK _|K
JEQSIEQE [IAENVEE |QALSETE
STX1A_RAT syntaxin1A | 3 2GR VK R
STX1B_MOUSE  [Syntaxin-1B | 4 QALNEIE |LAIFTDDI |AIEQSIEQ
QLETGR [TR EEGLNR
Syntaxin- [EPLPSLE
STXB1_MOUSE |binding 8  |YETSGIGE |AVYLITPS [DNALLAQ [SSASFST [HIAEVSQ [ISEQTYQ LNKTDEE
protein 1 AR EK LIDK  |TAVSAR |EVIR  |LSR SQLLILDR|ISS
[Metabolism
2 3-cyclic- TAGAQWY
nuceotide 3- LNEQELQ
(CNS7_RAT phosphodies | 17 LDEDLAG LWPSDLD RPPGVLH ATGAEEY
terase AGQVFLEE |ADFSEEY |LSISALFV [LDC[160.0|YC[160.03 [AIFTGYY HFISGDE [GGSQGE |C[160.030 |MVSADAY |ADFSEEY |HFISGDE [AQQDVV [VLVLDDT [NQWQLS [LDLVSYF
LGNHK  |KR TPK 3071AQLK [07R K LPPGSR |PKEK  |[EVGELPR[7ITTK  |K K R NHER  |LDDLK |GK
[Acetyl-CoA
acetyltransfe IAAFADAA
THIL_RAT rase, 4 VDPIDFP
mitochondria FANEITPITI [LAPAYAV |LGTIAIQG
| PK AIEK  |LEDLIVK
Alcohol C[160.030
ADH1_YEAST |dehydrogen| 8 ANGTTVL 7IC[160.0
ase 1 VGMPAG EALDFFA |DIVGAVL [307]SDVF [VVGLSTL [SISIVGSY
ANELLINVK |AK YWDTSK R NQWK  |PEIYEK |[VGNR
Amine
oxidase
AOFA_RAT [flavin- 7 WVDVGG
containing] DIWVEEP |EIPVDAP |AYVGPTQ|INVLVLEA [YVISAIPPI|IFSVTNG
A EVLNALGK |ESK WQAR  |NR R LTAK  |GQER
Aspartate
AATM_MOUSE |rase, 1
mitochondria IAATILTSPD
I LR
ﬁ;e:s"e"e TVeM[147
. TVGMVAG |0354)VAG|GTGGVD LeviLTel
KCRU_MOUSE fmﬁﬁﬁna 7 |DEETYEVF |DEETYEV [TAATGSV 160.0307]
A AELFDPVIQ[FAELFDP |FDISNLD |VVVDALS |PSNLGTG |LYPPSAE
ER VIGER R GLK LR YPDLR _ |SGYFDER
=
b-c1
complex
(QCR1_RAT subunit 1, 8 EVESIGA |LC[160.03 VVELLADI
mitochondri |EEVDAQM |HLNAYST |07]TSATE |TDLTDYL [VONISLE |MVLAAAG |PLAEWE
al VR R SEVIR _|SR DSQIEK |GVK FTGSEIR |SR
S
b-c1
complex
(QCR2_RAT subunit 2, 2 AVAQGNL [TSAPGGV|SMTASG INALANPL RGNNTTS LPNGLVIA
mitochondri AVAFQNPQ |LASTLTT |SSADVQA|PLQPQEL [NLGHTPF |IIENLHDV |YC[160.03 [EVAEQFL |LLSQSVA [GNNTTSL ISLENYAP
Jat R AK [Pk |oEL javk 07/PDYR_|NIR K LSQSVAK |WEVAALR|LSR
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Peptide 1 Peptide 2 |Peptide 3 |Peptide 4 |Peptide 5 |Peptide 6 |Peptide 7 |Peptide 8 |Peptide9 |Peptide 10 |Peptide 11 |Peptide 12 |Peptide 13 |Peptide 14 |Peptide 15 |Peptide 16 |Peptide 17 |Peptide 18 |Peptide 19 |Peptide 20
b-c1
(QCR7_MOUSE | omplex YEEDKFYL [WYYNAA
subunit 7 EPYLK  |GFNK
b-c1
(QCRE_RAT complex HVISYSLSP|AFPHYFS
subunit 8 FEQR K EFGNLTR
acre_mouse P!
complex
subunit 9 LYSLLFR
b-c1
complex
UCRI_RAT subun csLsGaA
mitochondri ATRPLVAT
o erorn VPDFSDY [SGPFAPV |EIDQEAA |VGLNVPA
P LSDIPEGK |R LSATSR |VEVSQLR |SVR
¢ oxidase
CX7A2_RAT polypeptide
::nochondn oTsDALL
YR
-
cx6C2_RAT © "I""’asﬁ ”
(et QAGVFQSA
o K AYADFYR
> VVLPM[14
COX2_MOUSE o oxidase 7.0354]EL [VVLPMEL
subuni LLEVDNR |PIR PIR
COX3_MOUSE ¢ oxidase oTYaGH
subuni HTPIVQK
Cytochrome
c oxidase
(COX41_RAT subunit 4
isoform 1,
mitochondria |QFNESFAE|VNPIQGF [ADWSSL |SEDYALP [SEDYALP [DYPLPDV
I MNK SAK SYVDRR |SYVDR _|AHVK
Cytochrome
c oxidase EIYPYVIQE GMm[147.0
(COX5A_RAT Subunit 5A, LRPTLNEL GMNTLV [354]NTLV
mitochondria GISTPEEL |RLNDFAS |GYDLVPE [GYDLVPE [LNDFASA [ILEVVKD
I GLDKV  [AVR PK PK VR K
Cytochrome
c oxidase
(CoXsB_RAT subunit 58, AASGTKE
mitochondria EDPNLVPS |EIMIAAQ |DPNLVPS
I VSNK R VSNKR
Cytochrome
c oxidase
lCOX7C_MOUSE  [subunit 7C,
NLPFSVEN
I K
Cytochrome
c oxidase SLC[160.03 GGDVSV
(CX6B1_MOUSE (it vib 07IPVSWV [IAEGTFP [C[160.030 IAEGTFP
isoform 1 SAWDDR _|GK 7IEWYR |GKI
lcYc_Mouse CV“’Ch‘:’"‘e TGQAAGFS
¢, somatic Y TDANK
EGLYFNP
c1, heme YFPGQAI
CY1_MOUSE protein, GMAPPIY
mitochondri TEVLEYD LSDYFPK |AANNGAL
al RGFQVY [DGTPATM PYPNPEA [PPDLSYI |WASEPE |WASEPE
LAYRPPK |K SQVAK |DVATFLR |AR VR HDHRK _|HDHR
Cyloplasmic
FMR1-
(CYFP2_MOUSE | 1eracting LGTPQQIAI
protein 1 AR
Dihydrolipo
yllysine-
residue
acetyltransf
erase
oDP2_RAT Icomponent
of pyruvate
dehydrogen
ase
lex,
e toenandri VPLPSLSP VAPTPAG
o TMQAGTIA [DIDSFVP [ILVPEGT |AAPAAAA [VFIDIPIS |VFVSPLA
R K AAPPGPR|NIR K
Dihydrolipo
yllysine-
residue
succinyltra
nsferase
opoz_mouse %
oxoglutarat
e
dehydrogen
ase
complex,
mitochondri VEGGTPLF [GLWPVI
al LR EAVTFLR
[TGFHETS
(GLNA_RAT NINDFSAG
- synthetase VANR
de-3-
G3p_RAT phosphate LISWYDN [VPTPNVS
GAAQNIIPA [EYGYSN [VDLTC[1 [LTGM[147 [VGVNGF
se STGAAK R 60.0307]R |.03541AFR|GR
Glycerol3-
phosphate
(GPDM_RAT
se,
mitochondria LAFLNVQA |LVSEFPYI
I AEEALPK _|EAEVK
Hexokinase- FNTSDVS
HXKI_RAT 1 EGLLFEGR |AIEK
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Peptide 1

Peptide 2

Peptide 3

Peptide 4

Peptide 5

Peptide 6

Peptide 7

Peptide 8

Peptide 9

Peptide 10

Peptide 11

Peptide 12

Peptide 13

Peptide 14

Peptide 15

Peptide 16

Peptide 17

Peptide 18

Peptide 19

Peptide 20

NDUAA_RAT

INADH

se
[ubiquinone
1 alpha
'subcomplex
subunit 10,
mitochondria
Ul

LTLPEYLPP
HAVIYIDVP
VSEIQSR

VTSAYLQ
DIEDAYK

YAPGYNA
DVGDK

EVLNYTT

VPVYLPEI
TIGAHQG
ISR

LQSWLYA
R

\VVEDIEY
LNYNK

IYDSFR

NDUAB_RAT

NADH
dehydrogen
ase

[ubiquinone

subunit 1]

LEGWELFA
[TPK

INDUAC_MOUSE

INADH

se
[ubiquinone
1 alpha

subcomplex
subunit 12)

IGTLVGED
K

IGTLVGE
DKYGNK

FNVSATP
EQYVPYS
TR

INDUAD_MOUSE

INADH

se
[ubiquinone
1 alpha

subcomplex
subunit 13]

ENLEEEAII
IMK

LLIEDLEA

INDUA2_MOUSE

INADH

se
[ubiquinone
1 alpha
subcomplex
subunit 2]

YAFGQEK

NDUA3_MOUSE

NADH
dehydrogen
ase

[ubiquinone

subunit 3]

ATPYNYPV
PVR

INDUA4_MOUSE

INADH

se
[ubiquinone
1 alpha

subunit 4]

KNNPEP
WNK

FYSVNVD
[YSK

LGPNEQY|

LALFNPD
VSWDR

INDUA5_RAT

INADH

se
[ubiquinone
1 alpha
subcomplex
subunit 5]

YTEQITSEK

KYTEQIT
ISEK

YTEQITS
EKLELVK

LTILYTK

INDUA6_MOUSE

INADH

se
[ubiquinone
1 alpha
subcomplex
subunit 6]

FFHETETP
RPK

INDUA7_MOUSE

INADH

se
[ubiquinone
1 alpha
subcomplex
subunit 7]

EVVPPSIIM
SSQK

NWASGQ
DLQAK

INDUA8_MOUSE

INADH

se
[ubiquinone
1 alpha
subcomplex
subunit 8]

ITDRPLPEN
PYHSR

INDUA9_RAT

INADH

se
[ubiquinone
1 alpha
subcomplex
subunit 9,
mitochondria
I] (Fragment)

IAVQHSNVV
INLIGR

FVYSWIG
R

'YVVNHLG

IQPVYVAD
VSK

INFDFEDV
FVNIPR

\WLSSEIE
ETKPAK

MGsQVIl
PYR

LFGLSPF
EPWTTK

TFAFTGP
NR

TFIPYPLP

NDUBA_MOUSE

INADH

se
[ubiquinone
1 beta

subcomplex
subunit 10]

IAYDLVVDW
PVTLVR

TPAPSPQ
I TSLPNPIT
YLTK

INDUB3_MOUSE

INADH

se
[ubiquinone
1 beta
subcomplex
subunit 3]

MELPDYR

INDUB4_MOUSE

INADH

se
[ubiquinone
1 beta
subcomplex
subunit 4]

EYLLQYND
PK

INDUB5_MOUSE

INADH

se
[ubiquinone
1 beta
subcomplex
subunit 5,
mitochondria

TLAILQIES
[EK
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Peptide 1

Peptide 2

Peptide 3

Peptide 4

Peptide 5

Peptide 6

Peptide 7

Peptide 8

Peptide 9

Peptide 10

Peptide 11

Peptide 12

Peptide 13

Peptide 14

Peptide 15

Peptide 16

Peptide 17

Peptide 18

Peptide 19

Peptide 20

INDUB6_MOUSE

INADH

se
[ubiquinone
1 beta
subcomplex
subunit 6]

WLKDQELS
PR

IFPGDTIL
ETGEVIP
PMR

INDUB7_MOUSE

INADH

se
[ubiquinone
1 beta
subcomplex
subunit 7]

YLWDASVE
PDPEK

INDUB8_MOUSE

INADH

se
[ubiquinone
1 beta
subcomplex
subunit 8,

[QYPYNNLY
LER

NDUC2_MOUSE

dehydrogen
ase
[ubiquinone
1 subunit
c2]

FLPDEAR

INDUV1_MOUSE

INADH

se
[ubiquinone
flavoprotein
1

mitochondria
Ul

KTSFGSLK
DEDR

HFRPELE
DR

GGTWFA
GFGR

'YLVWWNAD
EGEPGT
C[160.030
7K

GEFYNEA
SNLQVAI
R

IGGAGFP
ITGLK

EAYEAGL
IGK

LVEGC[16
0.0307)LV
GGR

IAAYIYIR

ITSFGSLK
DEDR

IFTNLYG
R

LIEFYK

INDUV2_RAT

INADH

se
[ubiquinone
flavoprotein
2

mitochondria
| precursor]

DIEEIIDELR

DTPENNP
DTPFDFT
PENYER

IAAAVLPV
LDLAQR

INDUV3_RAT

NADH
dehydrogen
ase

flavoprotein

mitochondri
al]

LPQPSSGR

EPTLVPE
SSDTTTY
K

ITESVFKE
PTLVPES
SDTTTYK

INDUS2_MOUSE

INADH

se
[ubiquinone
ron-sulfur
protein 2,
mitochondria
Ul

IVLFGEITR

IIEQC[160
.0307]LNK

IDEVEEM
LTNNR

LLNIQPP
PR

LYTEGYQ
VPPGATY
ITAIEAPK

TQPYDVY
DQVEFDV|
PIGSR

GSGlQW
DLR

TYLQALP
IYFDR

INDUS3_MOUSE

INADH

se
[ubiquinone
ron-sulfur
protein 3,
mitochondria
Ul

ILTDYGFEG
HPFR

\VVAEPVE
LAQEFR

FDLNSP
WEAFPAY
R

DFPLTGY
\VELR

SLADLTA
VDVPTR

NDUS4_RAT

INADH

se
[ubiquinone
iron-sulfur
protein 4,
mitochondria
Ul

HGWSYDV
EGR

DTQLITV
DEK

SYGANFS
IWNK

LDVTPLT
GVPEEHI
K

[EDAVAFA
EK

INDUS6_MOUSE

INADH

se
[ubiquinone
ron-sulfur
protein 6,
mitochondria
Ul

IIAC[160.03
07]DGGGG
IALGHPK

IVYINLDK
ETK

ITHTGQV
[YDEK

INDUS7_MOUSE

INADH

se
[ubiquinone
ron-sulfur
protein 7,
mitochondria
Ul

IAEYVVTK

IQADVMIV
IAGTLTNK

SRAEYVV
TK

LDDLINW
AR

INDUS8_MOUSE

INADH

se
[ubiquinone
ron-sulfur
protein 8,
mitochondria

EPATINYPF
EK

INDUS1_RAT

oxidoreduct
ase 75 kDa
'subunit,
mitochondri
al

22

IGNDMQVG
ITYIEK

LTEPMVR

DFYMTDS
ISR

VGMQIPR

VAVTPPG
LAR

LSVAGNC
[160.0307)
R

GLLTYTS
WEDALS
R

ILQDIASG
INHEFSK

VAGMLQ
SFEGK

\VALIGSP
IVDLTYR

IASQVAA
LDLGYKP
GVEAIR

IALSEIAGI
TLPYDTL
DQVR

FASEIAG
I\VDDLGTT
GR

LVDQEFL
IADPLVPP
QLTIK

DDGAAIL
IAAVSSIA
QK

FAYDGLK

YDHLGDS
PK

LGEVSPN
LVR

SATYVNT
EGR

FEAPLFN

NU4M_RAT

NADH-
ubiquinone
oxidoreduct
ase chain 4

VSIILDPLTK

NUSM_RAT

NADH-
ubiquinone
oxidoreduct
ase chain 5

[STSITQTQL
SK
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Peptide 1

Peptide 2

Peptide 3

Peptide 4

Peptide 5

Peptide 6

Peptide 7

Peptide 8

Peptide 9

Peptide 10

Peptide 11

Peptide 12

Peptide 13

Peptide 14

Peptide 15

Peptide 16

Peptide 17

Peptide 18

Peptide 19

Peptide 20

DHB4_MOUSE

Peroxisomal
multifunction
al enzyme
type 2

IDVVVNNA
GILR

ODPA_MOUSE

Pyruvate

se E1
lcomponent
subunit
alpha,
'somatic
fform,
mitochondria
|

LEEGPPVT
ITVLTR

ODPB_RAT

Pyruvate

se E1
lcomponent
subunit beta,

FLDAPAVR

DFLIPIGK

VVSPWN
SEDAK

ILEDNSIP
QVK

[SUCB1_MOUSE

Succinyl-
CoA ligase
[ADP-
forming
subunit beta,
mitochondria
I

ISSDEAYAIA
K

TKTL1_MOUSE

Transketola
se-like
protein 1

LIESQIQTN
K

VATA_MOUSE

Vacuolar
ATP
synthase
catalytic
subunit A

LPANHPLLT
IGAR

IGVNVSAL
R

VATB2_MOUSE

\Vacuolar
ATP

synthase
subunit B,
brain
isoform

EQALAVSR

VAS1_RAT

\Vacuolar

synthase
subunit S1

GPTITLTQI
v

[Mitochondria

|ODO1_MOUSE

2-
oxoglutarat

e
dehydrogen
ase E1
component,
mitochondri
al

ISSPYPTDV
AR

IEQLSPF
PFDLLLK

HCD2_RAT

3-

CoA

ase type-2

VVTIAPGLF
ATPLLTTLP
DK

ADT1_RAT

IADP/ATP
translocase
1

DFLAGGIA
IAAVSK

EQGFLSF
WR

IAAYFGVY
DTAK

QIFLGGV
DR

|[EFNGLGD
C[160.030
7ILTK

[ADT2_MOUSE

IADP/ATP
translocase
2

MMMQSGR

YFAGNLA
SGGAAG

IATSLC[16
0.0307)FV
YPLDFAR

DFLAGGV
IAAAISK

[YFPTQAL
INFAFK

ITAVAPIER

QIFLGGV
DK

IAAYFGIY
DTAK

EQGVLSF
WR

LLLQVQH
IASK

QIFLGGV
DKR

GNLANVI
R

IGAWSNV

ATP8_RAT

ATP
synthase
protein 8

IYLPLSLPP
Q

ITNNPWE
SK

[ATPA_RAT

ATP
synthase
subunit
alpha,
mitochondria
| precursor

LTDADAMK

TGTAEM[
147.0354)
SSILEER

LKEIVTNF
LAGFEP

EPMQTGI
K

EIVTNFLA
GFEP

ELIIGDR

GMSLNLE
PDNVGV
IVVFGNDK

ISTVAQLV
K

HALIIYDD
LSK

ILGADTS
\VDLEETG
R

IAVDSLVPI
GR

QGcQyspP
MAIEEQV
IAVIYAGV

ITGAIVDV
PVGDELL
GR

\VLSIGDGI
AR

LELAQYR

ITGTAEMS
ISILEER

EVAAFAQ
FGSDLDA
IATQQLLS
R

\VVDALGN
IAIDGK

ITSIAIDTHI
INQK

AT5F1_RAT

ATP
synthase
subunit b,
mitochondria
I

|QIQDAINR

IAQLEEIK

HVIQSISA
QQEK

ATPB_RAT

ATP
synthase
subunit beta,
mitochondria
| precursor

LVLEVAQH
LGESTVR

IAHGGYS
\VFAGVGE
R

VALVYGQ
MNEPPG
AR

|GsiTsva
AIYVPAD
DLTDPAP
ATTFAHL
DATTVLS
R

IVLDSGAP
1K

VALTGLTV|
AEYFR

IAIAELGIY
PAVDPLD
STSR

TIAMDGT
EGLVR

IMNVIGE
PIDER

IPVGPET
LGR

\VVDLLAP
[YAK

FTQAGSE
VSALLGR

IMDPNIV
GSEHYDV
AR

IGLFGGA
IGVGK

LVPLKETI
K

VLDSGAP
IKIPVGPE
TLGR

ATP5H_RAT

ATP
synthase
subunit d,
mitochondria
I

INC[160.030
7JAQFVTGS
QAR

IANVDKP
IGLVDDFK

[ATPD_MOUSE

ATP
synthase
subunit
delta,
mitochondria
I

IAQSELSGA
IADEAAR

IEANEALV|
K

ATP5I_RAT

ATP
synthase
subunit e,
mitochondria
I

VPPVQVSP
LIK

ELAEAED
VSIFK

[ATPK_MOUSE

ATP
synthase
subunit f,
mitochondria
I

DFTPSGIA
IGAFR

ATPG_MOUSE

ATP
synthase
subunit
gamma,
mitochondria

VYGTGSLA

LYEK

HLIIGVSS

DR
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Peptide 1 Peptide 2 |Peptide 3 |Peptide 4 |Peptide 5 |Peptide 6 |Peptide 7 |Peptide 8 |Peptide9 |Peptide 10 |Peptide 11 |Peptide 12 |Peptide 13 |Peptide 14 |Peptide 15 |Peptide 16 |Peptide 17 |Peptide 18 |Peptide 19 |Peptide 20
ATP
synthase

ATPO_RAT subunit O, 4
mitochondria YATALYSAA [VSLAVLN [LVRPPVQ [TVLNSFL
I sK PYIK  |VYGIEGR |sK
ATP
synthase-
coupling LASGGPV

ATPSJ_RAT factor 6, 2 |LASGGPVD PTGPEY
mitochondri TGPEYQQE |QQEVDR
al VDR ELFK
Coiled-coil-
helix-coiled-
coil-helix

CHCH3_Mouse  [2omain- 3
containing
protein 3,
mitochondria VAEELAL |LSENVID
| VTTEEYQK [EQAK
D-beta-
hydroxybut
yrate

BDH_MOUSE dehydrogen| 1
ase, VSVVEPGN
mitochondri FIAATSLYS
al PER
|Dihydrolipo
yi

DLDH_RAT dehydrogen 1
ase,
mitochondri EANLAASF
al GKPINF
Dynamin-
like 120 kDa

(OPA1_RAT &'if;i""‘;n ari o 'VNDEHPA |AVEVAWE
al EVLEDFAE [ALGYFAV |IDQLQEE YLASDEIT|TLQDEFS |WNDFAE VWWGD [ESVEQQ

DGEK VTGK  |LLHTQLK |IQQIIEGK [TVR R DSLR  |TIFVLTK |QSAGK |ADSFK
Mitochondria
12-
oxoglutarate/

M20M_RAT malate ’ AVVVNAA
carrier MOLSGE |LTGADGT [GIYTGLS |LGIYTVLF |QLASYSQ|EEGVPTL
protein NVFNALIR |GAK PPGFLLK |AGLLR _|ER sk WR
Mitochondria

MTCH1_MOUSE |l carrier 1 |LMSNALST
homolog 1 VIR
Mitochondria

MTCH2_MOUSE |l carrier 3 |VLIQUGYE [SMVQFIG
homolog 2 PLPPTIGR |R GNSLFFR

VAPPNADL
Mitochondria
EQGFQDG

MFF_RAT ! fission 1 [Onasvim
actor QvPER
Mitochondria

(GHC1_MOUSE | dutamate 4 GAAVNLT [LAANDFF |GLGATLL

IQLQDAGR |LVTPEK |R
[Mitochondri
al import
inner

TIM50_MOUSE ~ |membrane 1
translocase
subunit \PDEFDSD
TiMs0 PILVQQLR
[Mitochondri
al import

ToM20_RAT receptor 1
subunit
ToM20 IVSAQSLAE
homolog pDVE
[Mitochondri
al import
receptor QILLGPNT

TOM22_RAT subunit T |eLsceme
TomM22 GALPPLPG
homolog Ki
[Mitochondri
al import

TOM70_RAT receptor 4
subunit SDEDKDKE |AAAFEQL [NADLSTF
Tom70 GEALEVK |aK YONR  |GFEEVIK
Mitochondria

T Mouse | inmer 15 TSSAEMP|GIEQAVQ LFGMVLG

- membrane 'SEIQAEQ |KAVDEAA [TAMDNSE|TIPLGSAV [SHAVAEE [VVSQYHE |[SAPYTVP |QEQVEM |TAMDNSE|ELDSITP |GVYSEET |AVDEAAD [VAQDWL |ERPPEEV
protein RIDQLNR |DR DALLK  |IAGEK  |[EAR  |EAR LVWQAR |LPK ESLAK |IAGEKK _|DITPGWK |LR ALK K AAR
Mitochondri

MIRO1_MOUSE [al Rho 2 AEEITIPA
GTPase 1 ILLVGEPR [DVTPER
MOSC
domain-

MOSC2_RAT containing 3
protein 2,
mitochondri VGDPVY |LGLPGQP
al LVaFDTK |R
Phosphate
carrier

MPCP_MOUSE [protein, 4
mitochondria GSTASQV|IQTQPGY
I TVEALYK |LaR ANTLR |FWPKPR

NITYLPA [AAELIAN
PHB_MOUSE Prohibitin 10 |ILFRPVASQ|GQSVLLQ|SLATAGD |QVSDDLT [DLONVNI [EFTEAVE |AAIISAEG [IYTSIGED [VLPSITTE [FDAGELI
LPR LPQ GLELR |ER TR AK DsK YDER |iLK TaR
TYLTADNL
PHB2_RAT Prohibitin-2 12 |IVQAEGEA PWFQYP [DLQMVNI [VLNLQDE [ESVFTVE |LGLDYEE [EYTAAVE [AQVSLLI FNASQLI [VLPSIVN |LLLGAGA
EAAK DR |SLR SFTR  |6GHR R R AQFLVEK [TQR EVLK  [VAYGVR
Trifunctiona
| enzyme
subunit

ECHAMOUSE | ipha, 2 TVLGVPE
mitochondri VLLGILPG
al FGELALTK [AGGTQR
Trifunctiona
| enzyme

ECHB_RAT subunit 5
beta,

;’l";‘:i‘::‘s‘:’: DQLLLGP |LAAAFAV [AALSGLL [IPFLLSGT
VGAPPLEK |TYATPK _|SR YR SYK

Up-regulated

during

USMGS5_RAT skeletal 1
muscle
growth AGPESDG
protein 5

IQFQFTGIK
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Peptide 1 Peptide 2 |Peptide3 |Peptide 4 |Peptide 5 |Peptide 6 |Peptide 7 |Peptide 8 |Peptide 9 |Peptide 10 |Peptide 11 |Peptide 12 |Peptide 13 |Peptide 14 |Peptide 15 |Peptide 16 |Peptide 17 |Peptide 18 |Peptide 19 |Peptide 20
Voltage-
dependent
VDAC1_MOUSE MM 10
- selective VNNSSLIGL WNTDNT [YQVDPD TKSENGL
channel GYTQTLKP |LGLGLEF |LGTEITVE|AC[160.03|LTFDSSF |WTEYGLT|EFTSSGS |LTFDSSF |[GYGFGLI [VTQSNFA
protein 1 Gk A DQLAR |07JFSAK |SPNTGKK|FTEK  |ANTETTK |SPNTGK |K VGYK
Voltage-
dependent
anion- SC[160.03 TGDFQLH
VDACZ_RAT selective 9 07]SGVEF TNVNNGT VNNSSLI
channel YQLDPTASI [STSGSSN |LTLSALVD|EFGGSIY |LTFDTTF |LTFDTTF |GVGYTQ |SNFAVGY |GFGFGLV
protein 2 SAK TDTGK |GK K SPNTGKK SPNTGK | TLRPGVK |R
Voltage-
dependent
anion-
[VDAC3_RAT selective 6 WNTDNT [VC[160.03|VNNASLI |LC[160.03
channel LTVDTIFVP [LTVDTIFV [LGTEISW [07INYGLI [GLGYTQS |07JQNNFA
protein 3 NTGKK  [PNTGK _[ENK FTQK  |LRPGVK |LGYK
[Motor Proteins
Kinesin-ike
KIF2A_RAT protein 2 AALQEEE
KIF2A LQQQELR |QASK
Myosin ight
MYL6_RAT polypeptide 3 HVLVTLG |ALGQNPT
6 EAFQLFDR [EK INAEVLK
[Myosin
regulatory
MRLCA_RAT light chain ' |FroEevoE
RLC-A LYR
DAAGLES
. aLabta
MYH10_MOUSE | Myosin-10 5 |kFDQLLAE [TGLEDPE ELLQEET |[ELDDATE
EK YLFVDR R ANEGLSR
MYH7B_MOUSE  |Myosin-78 1 |iaeLsavk
MYOSA_MOUSE  |Myosin-Va 3 LGNADSF |LTNLEGV
VTELEQEK HYTK  |YNSETEK
MYOSA_RAT Myosin-Va T [TVGLOFR
VEANPLLE
MYOB_MOUSE  [Myosin-Vi 1 |aroNAK
Other
|Abnormal
spindle-like
microcepha
ASPM_MOUSE  |ly- 1
associated
protein
STVWVQAL
homolog VR
AKinase
AKAP2_RAT lanchor 1 |QLPPHIELS
protein 2 R
Anton LGEANINV
TRY1_RAT rvoein 1 |LEGDEQFI
rypsin- INAAK
Ankyrin
repeat and
ANS1B_RAT ::e:"fe da“’ha | 9 NISC[160.
Co"m‘am'?r"“a‘” TLANLPW [0307]AAQ
1 KSVQIDP [ILASLGD |SVQIDPS |ILQAIQLL |IVEPGQE |DPEDLST INENYFDD|LHEDPPQ
protein NIAEHERR [SEQK  [R EQK AK FAYITK |IPR KPPR
[Armadilo
repeat- ALVTLGN
[ARM10_RAT containing 3 LLYLLEST [NAAFSTN
protein 10 INSLNQSIK |DDPIITEK |QAIIR
ATPase
family AAA
ATAD3_RAT domain- 3
containing QQOLLNEE [TAGTLFG
protein 3 EGFR  |ISVLEALR
AEPEKSE
Brain acid GAAEEQ SEGAAEE
BASP1_RAT soluble 1 |APAPAAPA PEPAPAP |KAEGAGT|AEGAGTE|QPEPAPA |APAPAAP AGEASAE
protein 1 AEPQAEAP EQEAAAP [EEEGTQK|EEGTQKE |PEQEAAA |AAEPQAE [ESAEEKP [STGAAD
VASSEQSV [GYNVND |GPAAGG |ESEPQAA|SEPQAAA|PGPAAG |APVASSE [KDAADG |GAPQEE |[ESEPQAA|ETPAASE
AVKE EK EAPK  |ADATEVK [DATEVK |GEAPK |QSVAVK |EAK GEAK  |ADATEVK |APSSAAK
Brain-
BAI1_MOUSE specific 1
a""g"g?"f‘ ELEPLPPS
s inhibitor SLELR
Brain-
specific
angiogenesi
BAIPZ_RAT sinhibitor 1- | ©
afs“’c'a';d DGWHYGE |AFPSQTA [MGELASE TIMEQFN |LSDSYSN |GYFDALV
protein SEK GTFK_ |SQGSK [PSLR  [TLPVR K
Breast
carcinoma-
amplified
BCAS1_RAT sequence 1| 3 GssapPG
homolog ADLTPQET |QAPSAGT|AGPTSLP
(Fragment) QGTAK  |SDTAR _|LGK
Cateye
'syndrome
critical
[CECR6_MOUSE | o gion T |wseacap
protein 6 PGSAGPLL
homolog LaPQQHR
(cD59_RAT CD59 1 [LEIANvaY
alycoprotein R
CDGSH iron
sulfur
cISD1_RAT domain- 2 HNEETG
i AMVNLQIQ [DNVGPLII
protein 1 K K
Cell cycle
exit and
(CEND_RAT neuronal 3 |GPGDGAE DAQAEK
differentiatio EDESNTGG|QEQPAAP|QEQPAAP
n protein 1 R GPATTK | GPATTK
<
CEPS5_MOUSE |l protein of 1
|55 kDa NVYYLLEK
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Peptide 1

Peptide 2

Peptide 3

Peptide 4

Peptide 5

Peptide 6

Peptide 7

Peptide 8

Peptide 9

Peptide 10

Peptide 11

Peptide 12

Peptide 13

Peptide 14

Peptide 15

Peptide 16

Peptide 17

Peptide 18

Peptide 19

Peptide 20

PDE2A_RAT

cGMP-
dependent
3',5"cyclic
phosphodie
sterase

HALVALQR

VFDGGV
\VDDESYE
IR

RPEAVQN
ITSADPSE
DQKDEK

[C109A_MOUSE

Coiled-coil
domain-
containing
protein 109A

VAIYSPDG
VR

(CHCH6_MOUSE

Coiled-coil-
helix-coiled-
coil-helix
domain-
containing
protein 6

LSSQQFHE
IAASK

LSESVVN

CSRP1_RAT

Cysteine and
glycine-rich
protein 1

PTTNPNAS
K

DPYL2_MOUSE

Dihydropyri
midinase-
related
protein 2

ISAAEVIAQ
AR

DPP6_RAT

|Dipeptidyl
laminopepti
dase-like
protein 6

RLGFLEEK

[STAU1_MOUSE

Double-
stranded
RNA-
binding
protein
Staufen
homolog 1

IAVLEQLR

ENPP6_RAT

de
pyrophospha
tase/phosph
odiesterase
family
member 6

DQGPVVSL
WPVPEK

ELFN1_MOUSE

Extracellula
r leucine-
rich repeat
and
fibronectin
type-lll
domain-
containing
protein 1

ISSPVPETIL
ITVTPAATVL

FBX41_MOUSE

F-box only
protein 41

R
EIEIPLGEL
FAR

LSEEVEQ

FKBP8_RAT

FK506-
binding
protein 8

VLAQQGEY
SEAIPILR

FEN1_MOUSE

Flap
endonuclea
se 1

HLTASEAK

(GDAP1_MOUSE

Ganglioside-
induced
differentiatio
n-associated
protein 1

LAEENPDL
IQEAYIAK

LLDHDNV
K

VLDQVET
ELQR

UBP53_MOUSE

Inactive
ubiquitin
lcarboxyl-
terminal
hydrolase

IAFSEHIK

IQEC1_MOUSE

1Q motif and
SECT
domain-
containing
protein 1

ISLHSEEVP
IASDTAR

ISALSSSL
R

LTSAVPG
IADIK

IVLINFNA
PNPQDR

IQEC2_MOUSE

1Q motif and
SECT
domain-
containing
protein 2

DLREESQL
HR

IYRVESEL
EK

EAGYSAA
VGVGQR
PPR

IGLNLFN
K

DVGYPN

LQPASVA

GIQYLIER

ITIQTAFR

HYPAPEG
PAPAPPG
PLPPAPN
SGTGPS
GVAGGR

VLIFNAP
ISLQDR

DLLVGIY
QR

LIEAFSQ

EASYQLQ
DTTGYTA
R

ISSLEDTY
GAGDGL
K

LGI1_RAT

Leucine-rich
glioma-
inactivated
protein 1

IQDIEVLK

(GLDSLTN
IVDLR

\WGGSSF
QDIQR

LRC59_MOUSE

Leucine-rich
repeat-
containing
protein 59

LVTLPVSFA

LRRC7_RAT

Leucine-rich
repeat-
containing
protein 7

TRPTPVKG
EESC[160.0
3071GK

ITPSPFED
R

\VGSLQPT
K

LETTPTT
ISPLPER

GITLQPA
R

ITLAVDEN
FLPELPR

LDLGNNE
FSELPEV
LDQIQNL

R

IVENANPT
IANTEQTV
K

\VQPDGP
IASNLLQP
GDK

EQQPYE
GNINK

LPP3_RAT

Lipid
phosphate
phosphohy
drolase 3

ITTLSLPAPA
IR

PRIO_MOUSE

Major prion
protein

YPGQGSP
IGGNR

ESQAYYD
R

MGST3_MOUSE

Microsomal
glutathione S
transferase 3|

VLYAYGYY
ITGDPSK

MIPO1_MOUSE

Mirror-image

lgene 1
protein
homolog

M[147.0354]
INSEQSIR

MUC4_RAT

Mucin-4

IVASTTLGR

MCFD2_RAT

[Multiple
coagulation
factor

protein 2
homolog

ASLQLLR

MBP_RAT

Myelin basic
protein S

ITQDENPVV
HFFK

HRDTGIL
DSIGR

SPLPSHA
R

FSWGAE
IGQKPGF
IGYGGR

DTGILDSI
GR

IGAYDAQ
IGTLSK

SRPGLC]
160.0307)
HM[147.0
354]YK

ITTHYGSL
PQK

YLATAST
M[147.035
4IDHAR

[YLATAST
MDHAR
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Peptide 1 Peptide 2 |Peptide3 |Peptide 4 |Peptide 5 |Peptide 6 |Peptide 7 |Peptide 8 |Peptide 9 |Peptide 10 |Peptide 11 |Peptide 12 |Peptide 13 |Peptide 14 |Peptide 15 |Peptide 16 |Peptide 17 |Peptide 18 |Peptide 19 |Peptide 20
\iyein [GLLEC[16
TSASIGS 0.03071C(
MYPR_MOUSE ""’:5""""’ MYGVLPW |GLSATVT |LC[160.03 160.0307)
protein NAFPGK  |GGQK  [07]ADAR |QIFGDYK |LIETYFSK |AR
Myelin-
associated
MOBP_MOUSE  [oligodendroc
Vie basic HQPAASPV
protein IVVR
Myelin-
MOG_RAT oligodendroc IALVGDEA
‘ ’ LAGQFLEE |ELPC[160.|VIGPGHPI|LAGQFLE
glycoprotein LR 0307IR  |R ELRNPF
[Myeloid-
associated
MYADM_RAT i iati TTITTTSSS |ALTQPLG
on marker STTVGSAR |LLR
" CTGISDPVT [SAASGG
NOE1_RAT Noelin VK DLQYVEK|TLDR
NOE2_MOUSE  |Noelin-2 IL;GVSNP‘T
Oligodendro
OMGP_MOUSE  [cyte-myelin
alycoprotein SLEVLNLS |TLDISNN |SDTAYQ |DTTFSST |LESLPAQ
SNK WNLK DR LPR
Plasminoge
n activator
inhibitor 1
PAIRB_RAT A
binding
o SAAQAAAQ
protein TNSNAAGK
PLRG1_RAT Pleiotropic TAPAGSEY
regulator 1 R
Polycystin-
PKD1_MOUSE ] VLQGILVR
PRR7_RAT Profine-rich [PVSIPLFG
protein 7 R
Proline-rich
PRRT1_RAT fransmemx | GAGGLAS
ane protein AAAGAGR
Protein DIEVLQEQT
FAtA_MOUSE  [DAET H
Protein TVEIPEDEV|TELGLDL
LYRIC_RAT LYRIC VR GLEPK
Protein DETVENPH
scALMoUSE  [cro oK
Protein
SHSATMOUSE | pisa-7 ALVDILR
Protein Wnt-
WNT7B_MOUSE |7 VGIDFSR
RIVIS- GLVPSNF
RIMB2_MOUSE  [binding ILPQPQGA [VDFIQDN
protein 2 PVSTTVAK |ESR
[Sickle tail DVEDGAF IPALSPSS [SYLPGSG
SKT_MOUSE protein LER LR oK LTTTR
Sorbin and
ADLPGSS
SRBS2_RAT SHS domain- STFTTSFI
an IFPISYV [SYSSTLT LAFLVSP
protain EK DLGR  |SR VPFR
Sorting and
assembly SLEPLPSS
[SAMS50_RAT machinery GTDFGALG
VTGQFP [NFSVNLY |FYLGGPT
50 homolog EPEAK  |WSSLR |K SVR
[Stomatin- NTVILFVPQ APVPGA
STML2_RAT like protein QEAWVWVE [ILEPGLN |QNSSEA
2 R VLIPVLDR|R
Thy-1
VISLTAC[T
THY1_RAT 'TJQMb'ETe, HVLSGTLG 60.0307]L.
glycoprotein VPEHTYR _|[VNLFSDR [VNQNLR
Transmemb
rane protein
Clo46_MOUSE
C9orf46 GLITFESLE
homolog
K
Tumor
necrosis
factor alpha-
TPBL1_MOUSE |induced
protein 8-
like protein
! sLALQAQK
TITLEVEP
UBIQ_RAT Ubiquitin TLSDYNIQ [SDTIENV
K K
ized protein
(CF154_RAT
ﬁs"":“ ELTLSANP
omolog GITPK
ized protein
c1172_MOuSE
ﬁg"":n NWYVTPEI
omolog TITONDLR
UPF0606
K1549_MOUSE [protein ILDPAASVP
KIAA1549 SVFIEPR
Vacuolar
proton
translocatin
VPP1_MOUSE  |g ATPase
116 kDa ANIPIMDT
subunit a LGFVAGY DLNPDVN
isoform 1 NFLELTELK|INR FPR VFQR
Vesicle-
lassociated ADALQAGA
VAMP2 MOUSE | o mbrane SQFETSAA
protein 3 K LSELDDR
Vesicle-
NSF_RAT fusing TPLVSVLLE [YVGESEA IAEESNF |[VLDDGEL [LLDYVPI
ATPase GPPHSGK_|NIR PFIK_ |LvaaTK |GPR
Sarcoplasm
iclendoplas
AT2A2_MOUSE  |™'°
reticulum
calcium IGIFGQDED
ATPase 2 VTSK
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Peptide 1 Peptide 2 |Peptide3 |Peptide 4 |Peptide 5 |Peptide 6 |Peptide 7 |Peptide 8 |Peptide 9 |Peptide 10 |Peptide 11 |Peptide 12 |Peptide 13 |Peptide 14 |Peptide 15 |Peptide 16 |Peptide 17 |Peptide 18 |Peptide 19 |Peptide 20
Receptors and
Channels
BTBIPOZ
domain-
KCD12_MOUSE  |containing 1
protein DLQLVLPD
KCTD12 YFPER
BTBIPOZ
domain-
KCD16_MOUSE  |containing 2
protein EAEYFOLP
KCTD16 DLVK YILDYLR
Calcium-
activated
potassium
KCMAT_MOUSE | -hannel T Invreeat
subunit PELEALIAE
alpha-1 ENALR
FLOT1_MOUSE [Flotillin-1 2 AQQUAVQ
LPESVER |EQEIAR
MALVLEAL |[DADIGVA [[QQIAEG
FLOT2_MOUSE  Flotillin-2 3 oAk EAER  |EK
Gamma-
aminobutyric
GBRA1_MOUSE |acid receptor| 2
::th“;‘: SVVVAEDG |LLDGYDN
P B
Gamma-
aminobutyric
(GBRB2_MOUSE [acid receptor| 1
Zubum( beta- [EN—
NAIDR
Gamma-
aminobutyric
(GABR1_RAT acid type B 1
receptor VFLTGGDL
subunit 1 PALDGAR
Gamma-
aminobutyric
GABR2_RAT acid type B 3
receptor TSTSVTSV VGTLTOD
subunit 2 NQASTSR [TILEQLR |VOR
Glutamate
NMDA
receptor
NMDE1_RAT subunit 3 NLPEEVAH LLEGNLY
epsilon-1 SDISETSS |FSYIPEA |GSLFSVP
(NR2A) R K SSK
Glutamate
NMDA
receptor
NVDE2_MOUSE | 1 it o lawvinkey HoWGG LHNYSST bsvsee
lepsilon-2 VSALHGAV [DDFHHLS [VPAPWE |KPLDIGL [VAGQNS |HSQLSDL|NLTNVD |TFGNLQL [YPQSPTN|GVDDALL |GPC[160. |EEAALAP |EFDEIELA|DFYLDQF
(NR28B) PGR WPR K PSSk |GR YeK  |WEDR |K SLK 0307]TNR |R
Glutamate
NMDA
NMDZ1_RAT receptor 11
:“?\‘“’;‘;'25'3' RLETLLEE |VEFNEDG|YQGLTILV |AITSTLAS [IPVLGLTT EISGNAL [YADGVTG|IVNIGAVL [VLQFDPG
(NR1) R DRK SFK FIYATVK |R STR ITGINDPR
GRIA1_RAT G‘“'aTa‘f 3 |NPVNLAVL |ADVAVAP |LNAILGQI
receptor K LTITLVR VK
GRIA2 RAT Glutamate 12 NPQNINP
- receptor 2 VNDIVDQVI |LTIVGDG |SSSQNS |[QVQVEG SAEPSVF [LNEQGLL [EGYNVY |GYGIATP [ADIAIAPL [GSSLGNA|EGYNVY
TIGK QNFATYK |LSGNIK | WSTLEEK VR DK GIESVK K TITLVR  |VNLAVLK |GIESVKI
Glutamate GSALGNAV
(GRIA3_RAT receptor 3 T NLavik
Glutamate AETATAPLTT
(GRIA4_RAT receptor 4 T R
VYLADPWY
LPHN3_RAT Latrophiind [ 1 |y
Metabotropi
GRM3_MOUSE colutamate | 1| poporsy
receptor ASTSAK
Neurexin-1- NRDEGSY
NRX1A_RAT alpha ' |hvpeEsR
Probable G-
GP158_MOUSE """e“”d 1
couple ITEIPETVS
receptor 158 =
Voltage-
dependent
cce2 mouse  [cacm 1
channel
gamma-2 ATDYLQAS
subunit AITR
Voltage-
dependent
cces mouse  [cacm 1
channel
gamma-3 ESLHNNPA
subunit NRR
Voltage-
dependent EAASGVTV
ccos_RraT calcium 5 [TviGPPAA
channel PAPAPPAP
gamma-8 AAPAPGTL [EAAASNT [GSGGSG
subunit sK NTLNR  |PSAILR
Voltage-
dependent
calcium
(CA2D1_MOUSE  |channel 3
subunit
Ipha-2/delt FVWTDGG|TASGVTQ
1 AVELYIQGK |ITR LADIVEK
Voltage-
dependent
calcium
CA2D3_MOUSE  |channel 1
subunit
alpha- GiLLowe
2delta-3 TDVPVK
Voltage-
dependent L-
cAcB4_Mousg  [YPe caleium 1
channel
i bets oL

[ER
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Peptide 1 Peptide 2 |Peptide3 |Peptide 4 |Peptide 5 |Peptide 6 |Peptide 7 |Peptide 8 |Peptide 9 |Peptide 10 |Peptide 11 |Peptide 12 |Peptide 13 |Peptide 14 |Peptide 15 |Peptide 16 |Peptide 17 |Peptide 18 |Peptide 19 |Peptide 20
Voltage-
dependent
PIQ-type
CACTA_MOUSE |calcium 1
channel
subunit DEQEEEEA
alpha-1A ANGK
|Scaffolds
433
1433G_MOUSE [protein 1 |NVTELNEP
gamma LSNEER
1433
1433T_MOUSE [protein 2 |AVTEQGAE [NLLSVAY
theta LSNEER |K
1433
1433Z_MOUSE protein 1 |SVTEQGAE
zetaldelta LSNEER
TISGPVTG
(CSKI1_MOUSE  |Caskin-1 1 AR
bisks large GNSGLG GLGFSIA
DLG2_RAT nomales 2 23 FGSC[160 FSIAGGT GGVGNQ LVIEEQS FIEAGQY |HYSPVEC GAGaTV
YQDEDGP [FNAKPGV |.0307)VPH|GPELVHV [GASHEQ [DYHFVIS [NTSDVVY [VNEVDVS [DNPHIGD |TSLPPISP [HIPGDNSI|AISLEGE |GPFIWIP [RDYEVD |NDNLYGT [[160.0307] DYEVDG |DSGLPSQ|IIPGGAAA [TIIAQYQP
HDHSLPR |IDSK  [TTRPK |SEK AMMALK R EVSHSK |DPGIFITK |GR WTK PR SK GR SVQSVR |DK R GLSFK |EDGR _ |EDYAR
DLG3_RAT Disks large 3 |VNEVDVSE [HEEAVAS |LLAVNNT
nomolog 3 WHSR |k NLQDVR
DLGa RAT E"fy:zlféae 2 HC[160.03 FIEAGQY [VHSDSET [FGDVLHV [RVHSDSE EQLMNS DC[160.03
- s VHSDSETD |SLENVLEI NASHEQ |DYHFVSS [DLLGEED [07]ILDVS |EVTHSAA |NSHLYGT |DDIGFIPS IDAGDEE [TDDIGFIP [IPGGAAA|REYEIDG |[DWGSSS SLENVLEI|SLGSGTA 07]GFLSQ|ANDDLLS
DIGFIPSKR [NKR RGFYIR |AAIALK R IPREPR |ANAVR |VEALK _|SVQSVR |K WWQAR |sK abGrR R GSQGR |NK SLR ALFDYDK |ALSFR _|EFPDK
Disks farge-
DLGP1_MOUSE [associated 5  |SLDSLDPA |[AVSEVSI [ATQPSLT [FQSVGV [LPTNLLD
protein 1 GLLTSPK _|NR ELTTLK |QVEEEK |QFER
Disks large-
DLGP2_RAT associated 4 EAEENDL |AMNLALE |ADSIEIYI
protein 2 SLDLPDR |SEEILGK |SAAAQR |PEAQTR
Disks large- EGYPLPYE
DLGP3_RAT associated 1 |pPATDGSP
protein 3 GPPPVPAP
GPGSGR
Disks farge-
DLGP4_MOUSE [associated 3 |ATQQSLGE [NPYLLSP [DGFSTLQ
protein 4 QSNPR  [TEAFAR |FPR
ERC2 RAT [ERC protein| ,, [KIENLQEQ [EFASSLA [EAHLANL [SQLQPEP [VNALQAE [NAQLLEE TAELESLT [LASTQQS [TISNPEG |DANIALLE|AAILQTE [MNPEFAD
- 2 LR SAGLK R AK LTEK VR LEEIESFR|KINVLOK |LR LAEK  |SPSR  |LSASK |VDALR |R
TLINLPGS [ESDDGTE
GEPH_MOUSE  |Gephyrin 2 g ELEVR
Fomer /AEPAQNA TELSQTV
HOME1_RAT protein 14 |LTAALLEST [LPFSHSA [LKQEIDN |VKEEEIE |TLLEILDG [FGQWAD QELEETL |QQLAAYQ TQGLSHA|SQSEQD |TPDVTQN [DLEGALS
homolog 1 ANVK GDR AR R LQEVER K EEAER |IFELTELR [SSAISK |AFR SEPR  |ELEQR
ProSAP- GAAGGSST|
PRIP1_MOUSE |i i 1 |PTPQHGEE
protein 1 K
STAPAAS DSTPTAS LPHNATT ASQPAAD
asN RAT Protein 5 |AQGVVGP |HSDSGS |HPAGKP |TGARPG DSQRPE |HETRPHP [GYEELLS GTPAGLG AAGPPTP LaLEQiQ
- bassoon GPHEEQR [DSKHEAS |QPGPTTA |GTPGAPA PLGPGG [QASPAPA ATVYEEIL |QAVPGP |GLGLVPG QLQQQL [EKPLSGG|APQAQS |KGQPGY |AQGLSG |t
PYPQGLPG|ASSSAAA [PGPQPA |GQPAAE VSGRPG |M[147.035[TDGALQ |VPKPYSQ|HHVLQQ |QTSQSIA [QQSQPP |PGPGPG |DLAFTED |QQQLEE [DGEVGP [APGPAGA|PSSADYS|QEAEGP [SAAAAAA
R AMAR  |GLPR  |GESVFSK|EPQEPLK [K 40K |GGLR  |DLSR  |aQEER |R SSR PGSVSR |K aK PaPSR |K aPsR R R
TPAQQP
Protein GPTKPSP
PCLO_RAT piccolo % SALQDEA QQPIPAK
TEAEKPVP |ATVQQP |DKREESE [EISGVGE |AHVQIPE [VESQHG |DKPYSSG|TKPTSLPI IEDDEKP [PQPQQP SGPYGY |FSPIQES [LPSGSLP [TPGQQA |FSLNLGG |APVGDVE [EESEAEL |AYLQGVA [SQPTTPQ)
EKETASIEK|GPAK  [AELTK |saK EEPTGK |VERPR |SR SQSR  |VDLTAGR |VATK |SPSTISLK|R VSTHPSK |GLEK  |ITDAPK _|PK ® EDR ETVTGK
Regulating
synaptic
RIMS1_RAT membrane 4 LFPPSSL
exocytosis LDPGSAVL [ATTLTVP [VDPTLAP [SVVQPG
protein 1 LR EQaR  |LTR EGIADER
iﬁ:":’ ISSPTGGA
kg GGPFNP |GGSTDPF|STLFLST AQTPIEE
[SHAN1T_RAT oot 2 SSGGPLP [APVFVPP [DAGDED FTPTPAF LPPTAPG
s GGSGGST ALGTSGN|ASSPSSF |HPGISGG |GGDSGL PALQYLE |ALDPASP |GSIPSAS [ESSEGG |GPPGAGL VGPLLLQ |LESGGSS
DSHHGGA [RAPSPSL |RLPPPAIS |ASISELS NSIPIPTIII L DGPSPP |LGGALSG|GPGGPP |EDYVDLG|SVDEGG |LGLALAA |SPTSPAL |GTPQPPP|TVPPALL |GSGAPG |DSEGFGF [TAAPEEP |LGPEPPT [GGYGAYA
protein 1 SYIPER |LPASDHK |LR GLR DTR ASR GPR VTR VAWR R PR RPPSPR |R NLASTR |VLR ER PHPGVSK|AGSR
iﬁ:‘;" SNALYQD ADTPIEE
kg ELENHFL |TLPEEDT FTPTPAF
[SHAN2_RAT oot 23 GGGEAG |DGFVIPP PALQYLE
s SVKPGE |VYGTIKP AQGEAG |PAPPPPP |SSSPASP |SVDEGG [TGDFLIE TEGALQI LLDPSSP
RRPPNTLA [RAPTTAL |KLYSAVP |GLELPVG |AFNQNPVDKPEEIV [ADLNKPL |GPLSSTS |GSAQAG [ENYVHPL [VAWQAG [VNNENVV|EDLIDLG |FSLDSED |IFLSGITE [AASVPAL TAENVAIE [SAAPEPA [SPAPQAA |LALALSA
protein 2 APR TR GR AK AK PASKPSR |YIDTK _ [K VAK TGR LR K VTR VYSR  |EER ADLVK _ |sR AAPGR |FR R
|SH3 and
multiple ISPSGPG
ankyrin VEGLGA GSGPAP LGAGAA SPSPSPL
[SHANS_RAT repeat . SLGEEPV |GLYDSGT AALAVGS PSPSPGS
domains GASYSVRP [RAPSTTL [RPFGLTP [RAPSPVK [ALASQTP |APPAPPP |SPAWIPV |LWGDPV |QLQVEDA|GPLASPA |GGLGSLL [PLGPLPY |LASLLEG LLGTGAT |PGPVGG |EDFVELG |GPSAGP
protein 3 SGR LR PTILK  |PASLER |SR PAR ESR QER FSPR_ |DPAK  |PER R FLDEER |TGR SFAR VTR R
Wiskoft-
Aldrich
syndrome TPVFVSP
WASF1_RAT protein 2 TPPPPPP
family NLDRPHEP [PLPSALS
member 1 EK TSSLR
28
ribosomal
RT36_MOUSE proteinS36,| 1
mitochondri GSKMASAT
al
R
40S
RS14_MOUSE [ribosomal 1 [TPePGAQS
protein S14 ALR
405
RS2_MOUSE ribosomal 1 |eTGIVSAP
protein S2 VPK
405
ribosomal
Rsax mouse [T o 1
isoform LTIAEER
40S
RS9_RAT ribosomal 1 |LFEGNALL
protein S9 R
60S acidic
RLA1_RAT ribosomal 1 |AAGUNVEP
rotein P1 FWPGLFAK
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- LASVPAG
608 acidic
GAVAVSA
RLA2_RAT bosomal 3 APGSARP
la NIEDVIAQG |AAGSAPA |ILDSVGIE
VGK AAEEK  |ADDER
RL11_RAT 1
AEEILEK
RL12_RAT 2 |QAQIEVWP [IGPLGLS
SASALIK _|PK
RL13_RAT ribosomal 1 |sTESLQAN
protein L13 Var
60s
RL14_MOUSE ribosomal 1 |vavovio
protein aNR
RL18_RAT 3 |GTVLLSGP [TAVWVGTI|ILTFDQLA
R TDDVR _|LESPK
RL19_MOUSE 1 |LLADQAEA
R
ribosomal
RL2Z3A_MOUSE |, otein 2 |UNTLIRPD |LAPDYDA
L23a GEK LDVANK
60s
RL26_RAT ribosomal 1 |enprvrso
protein L26 =
60s
RL27_RAT ribosomal 1
protein L27 'YSVDIPLDK
[60S
RL31_MOUSE [ribosomal 1 Ty
protein L31 VTTFK
60s
RL35_RAT ribosomal 1 Mrvinare
protein L35 "
RL4_RAT 1 NIPGITLLN
VsK
RL7_RAT 1 |IALTDNSLY
RL7A_RAT 1 |NFeicapl
Pk
RL8_MOUSE 2 |ASGNYATVI|AVWWGWVA
SHNPETK |GGGR
TILSNQTVD
RLO_RAT 1 |PENVDITL
K
EF1A2_MOUSE 4 |STTTGHLIY LPLQDVY [IGGIGTVP
K RYDEIVK |K GR
EFTU_RAT mitochondria| 2 [LLDAVDTYI [GTWTGT
i PVPTR  |LER
Eukaryotic
translation
IF4G1_MOUSE [initiation 1
factor 4 GGPPGPPI
gamma 1 NR
|Ribosomal
KS6A5_MOUSE  [Protein S6 1
kinase
alpha-5 MEANTQK
Transporters
Acyl carrier
AcPM_mouse  [Protein, |4
mitochondri
@l LYDKIDPEK
ATP-
binding
ABCD2_MOUSE [cassette 1
sub-family
D member 2 ILGEDSVLK
Calcium-
binding
mitochondria
[CMC1_MOUSE |/ corrier " JrrLosvAc IAPLAEG DIEVTKE
protein IAVGATAVY |LATATFA |[LQVAGE! |IYSTLAGT|YLGLYND [EEGPSAF [ALPYNLA [IVOLLAG EFAQSAI |LTVNDFV
Aralart PDLVK  |GIENK  |[TTGPR R PNSNPK WK ELQR  |VADQTK |FGLYLPK |R R
|Electrogenic
sodium
S4A4_RAT bicarbonate 1
LADYYPINS
r1
Excitatory
KPYQLIAQ
EAAT_RAT sminoacid |2 ogpeey |vavTas
ransporter IADSETK  |DAFLDLIR
Excitatory
M[147.035
EARZ_RAT amno a:'d R 5 |TQsVYDDT [4]HDSHL MHDSHL |SELDTID
ransporter K SSEEPK |DLEVVAR |SSEEPK |SQHR
Long-chain
fatty acid LLGQTDVA
S27A1_RAT transport 3 |VYGVAVPG |LLPQVDT [IFQAVAQ
protein 1 VEGK TGTFK R
Plasma
membrane
AT281_RAT calcium- 7 QUVAVTG [EASDIILT YGDLLPA [TSPNEGL
Q |DGTNDG |DDNFTSI [MVTGDNI |GIIDSTVS [DGILIQG |SGNPADL
ATPase 1 ER PALK VK NTAR  |EQR NDLK  |ER
Plasma
membrane
AT282_RAT calcium- 2 TSPVEGL
transporting IDESSLTGE |PGTAPDL
ATPase 2 sDavR K
SFXN1_MOUSE fide“’"e’“"' 2 |QGIVPAGL |NILLTNEQ
TENELWR |LENAR
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—— AGVVTPG|AQIQAQK
SFXN3_RAT ideroflexin- 6  [ELQVGIPV |QGIFQVV |LTEDQLW [PSIDVVY |[YVYDSAF
TDEAGQR |VSR R YNK HPDTGEK|NIVONYR
[sFXNs_MOUSE V?dercﬂexm- 2 ';uul FYG [EAVQLLE
Sodium- and
chioride-
SCEAT_RAT dependent 1
GABA VADGQIST
1 EVSEAP
SDKPK
Sodiumipota
ssium-
transporting
ATIAT_RAT ATPase “ GVGIISE DGPNALT QGAIVAV |QGAIVAV |LIVEGC1|VDNSSLT
subunit DKYEPAAV |GNETVED|NMVPQQ |PPPTTPE |AVFQANQ |AAVPDAV |SPDFTNE [TGDGVN [TGDGVN [60.0307]Q |GESEPQT|IVEIPFNS LNIPVNQ
alpha-1 SEHGDKK |IAAR  |ALVIR  |WVK  |ENLPILK |GK NPLETR |DSPALK |DSPALKK |R R TNK YGTDLSR [VNPR
Sodiumipota
ssium-
transporting
ATIAS_RAT ATPase " YaLSIHE EAFQNAY
subunit RNPGGWV [DVAGDAS|IATLASGL [VAEIPFN |TEDPNDN|GGQDNIP [GVVVATG LNIPVSQ LELGGLG
alpha-3 EK ESALLK |EVGK  |STNK R VLK DR AQEILAR [VNPR  |LNWDDR |ER
Sodiumipota
ssium-
transporting
ATTB1_RAT ATPase 5 YNPNVLP
subunit beta- SYEAYVLNI [VQC[160. |TEISFRP |VAPPGLT |AYGENIG
1 R 0307]TGK |NDPK__ |QIPQIQK |YSEK
Solute
carier family
ST2A5 MOUSE 1, member 2 |easiToEs
5 R LLQAISR
Solute
carier family
aTR1_RAT 2, facilitated 4
glucose
transporter TFDEIASGF
member 1 M
Soluts |SPSYGVPS
o famil IAPPTLEGP
52546_RAT ;g"'er ah’“‘ Y 1 AEEPFPGG
member GDGPRPG
46
R
Tricarboxylat
le transport
TXTP_RAT protein, 1
i TQLALDER
Vacuolar
VAOD1_Mousg  [Proton 5
""")"p a1 IADDYEQ |NVADYYP |LYPEGLA |LLFEGAG
subuni SIAELVPK VK QLAR  |SNPGDK
Vacuolar
VATE1_MOUSE z:":‘;" 1
subunit E 1 (CALFGANA
NR
Vesicular
glutamate
VGLUI_MOUSE |, neporter 1 |viepaices
1 AK




Page 19

Peptide 21 |Peptide 22 |Peptide 23 |Peptide 24 |Peptide 25 |Peptide 26 |Peptide 27 |Peptide 28 |Peptide 29 |Peptide 30 |Peptide 31 |Peptide 32 |Peptide 33 |Peptide 34 |Peptide 35 |Peptide 36 |Peptide 37 |Peptide 38 |Peptide 39 [Peptide 40 |Peptide 41 |Peptide 42
c
ACTG_RAT
ARPC4_MOUSE
ACTN1_RAT
AINX_RAT NLQSAEE
WYK  |VGELFQR
ANK2_MOUSE
E41L1_RAT
E41L3_MOUSE
COR1A_RAT
[COR1C_MOUSE
DREB_RAT
CAZA2_MOUSE
sPTA2 RAT IALC[160.0 LAALADQ IALINADEL
- KLDPAQS [ADVVES  [307JAEAD |GEIDAHE [EANQQQ [DLAALGD [EKEPIAA |GVIDMGN|EAGSVSL |AINVQEE |LDILDQE SLQQLAE [SSEEIES [QEEVNAA|WQFLVQ [DLTGVQN [ANDVAGA|QWELLLE WTQLLAN|VLETAEDI [DLTNVQN
ASR WIGEK  |R DSFK  |aFNR  [K STNR _ |SLIER _|R K R LSILSEER |ER AFR war K EALLDR K SATR _ |QER Lok
sPTe2 MoUSE WDVDDW VSEEAES |LVSQDNF SQNIITDS |[EIEELQS AQTLPTS
! SALPAQS VLLLSQD |INAVVET [DNENSSA [DVEDEIL |ENEVLEA [DLDDFQS |LQAAYAG [QQWDTS |GFDLPAV [EIGQSVD [SAATWD VLDNAIE [VAVVNQI [SSLNAEA [QAQALS [EQWANL [VVTITSES LLEVLSG
AATLPAR |LQQFLR |YGK GR R WVGER WK WLSR  |DK K EAATK  |EVEK  [ER LLQLTEK |TEK AR R QEGK  |EQLSAIR [SPGK  |LPEELGR [ER
LEQSNVP
SPTN2_RAT WDLPDS VIESTQD [EQAAALP LVSQDNF [EGPGSG
ALAQEDQ|DWDNDS [LEALAEE |LGNDLAG|PALSHTP FETLEPE [IGTQEQL [WDELETT |AAELQAQ |VLDTAWD |GLELAAY [TGDESS
SAGEVER|SSAR _ |R VLALQR |[EVQGR [LEQLAAR |MNALAAR|NQR ToAK  |WER  |GTQSK |[EAAVR |GPR ALEEEIR
SYNPO_RAT

Cytoskeleton-
Other

(GFAP_RAT

K1C10_MOUSE

K2C1_MOUSE

K2C6A_RAT

MAP1A_RAT

MAP1B_RAT

MAP2_RAT

MAP4_MOUSE

MAP6_RAT

TAU_RAT

MLP3B_RAT

INFH_RAT

INFL_MOUSE

INFM_RAT

[SEPT3_RAT

PLEC1_RAT

[SEP11_RAT

ISEP147M0USE

[SEPT2_RAT
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RPGF4_MOUSE

EGSIGGS
[SYGP1_RAT IGGSGGG
LISASLFL [LLSQEEQ [ILMQYQA |GGGGLK
R K PSITK
RAC1_MOUSE
RAB14_RAT
RAB35_RAT

RAB5A_MOUSE

RAB5C_MOUSE

RAP1A_MOUSE

Kinases,
Phosphatases and
Regulators

BEGIN_RAT

KCC2A_RAT

KCC2B_MOUSE

KCC2D_RAT

KCC2G_RAT

[CAMKV_MOUSE

KC1D_RAT

[CTRO_MOUSE

[CDKL5_MOUSE

(GLPK_MOUSE

NEUM_RAT

MYPT1_RAT

DCLK1_MOUSE

DCLK2_MOUSE

MARK2_MOUSE

PP2BB_MOUSE

P4R3A_MOUSE
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Peptide 22

Peptide 23

Peptide 24

Peptide 25

Peptide 26

Peptide 27

Peptide 28

Peptide 29

Peptide 30

Peptide 31

Peptide 32

Peptide 33

Peptide 34

Peptide 35

Peptide 36

Peptide 37

Peptide 38

Peptide 39

Peptide 40

Peptide 41

Peptide 42

INDUB6_MOUSE

INDUB7_MOUSE

INDUB8_MOUSE

NDUC2_MOUSE

INDUV1_MOUSE

INDUV2_RAT

INDUV3_RAT

INDUS2_MOUSE

INDUS3_MOUSE

NDUS4_RAT

INDUS6_MOUSE

INDUS7_MOUSE

INDUS8_MOUSE

INDUS1_RAT

GWNILTN
SEK

IVASGAAA
EWK

NU4M_RAT

NUSM_RAT
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lcacta_mouse
|Scaffolds
1433G_MOUSE
1433T_MOUSE
14332_MOUSE
cskit_mouse
DLG2 RAT GDIPGLG
DDGYGT |INDDLISE [GQEDLIL
K FPDK  |SYEPVIR
DLG3_RAT
VIEDLSG
DLG4_RAT PYIWVPA [NTYDVVY [DLLGEED [VNDSILF
R LK PR VNEVDVR|
DLGP1_MOUSE
DLGP2_ RAT
DLGP3_RAT
DLGP4_MOUSE
ERC2_RAT
(GEPH_MOUSE
HOME1_RAT
PRIP1_MOUSE
BSN_RAT ATAEFST |GQPGYP ASGAGG
QTPSLTP [SSADYSQ|YGLALDP [NLAPAAIS [PPRPELP
SSDPR PSR |VPGR  |sk AGGAR
VLysPISP
Lo RAT ADIQSSS |LSPGNAL AGEEEQ
! QAPTPSQ[TTKPDILS [EPAFVPY SQEVTDF ISLPEPGL|QPDSRP [IVDSGVQ [ALGGDLA AAAAENL
SPAAQGP|SQVQSQ [EKPLPDD [SPVPSQ NYVLIDDI [SVSIPIPP [FAEELEW [LLQDDITF|LAPLQTS [AAAGPLP ISQPGP |AQAPSSV [EALPGAT [TDDEETA [AAIPSSP [KSSTSFD |TIELNSTI [DDHYQY [ESKPEQA
AK AQUK  |ISPK  |QASPK |GDITK  |EPLALDR |ER GlR  |sR PISADTR |GSESK |TAPQIK |PLTLPK DR QPTPK |DDAGRR |ADK  |DR PTAK
RIMS1_RAT
[SHANT_RAT
Laaree
DANFLEE |LALGPQP [EQDVVPF [SSTAGGA
R SLR  |QESPK |LPWAR
EILPTPPS
AAAASPS
SHAN2_RAT NSPAFLS PTLSDVF
TDLGDED sLPsQsP
VGLGPPA [DNEGFG |AGDLFGL
PR FVLR  |NPAGR
[SHAN3_RAT
WASF1_RAT
RT36_MOUSE
RS14_ MOUSE
RS2_MOUSE
RS4X_MOUSE
RS9_RAT

RLA1_RAT
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Peptide 43

Peptide 44

Peptide 45

Peptide 46

Peptide 47

Peptide 48

Peptide 49

Peptide 50

Peptide 51

Peptide 52

Peptide 53

Peptide 54

Peptide 55

Peptide 56

Peptide 57

Peptide 58

Peptide 59

Peptide 60

Peptide 61

Peptide 62

Peptide 63

Peptide 64

ACTG_RAT

IARPC4_MOUSE

[ACTN1_RAT

AINX_RAT

[ANK2_MOUSE

E41L1_RAT

E41L3_MOUSE

COR1A_RAT

[COR1C_MOUSE

DREB_RAT

[CAZA2_MOUSE

[SPTA2_RAT

IDGITIQA
R

NTTGVTE
EALK

IVNSLGET
IAQR

IVNEVNQF
AAK

GLVSSDE
LAK

ELVLALY
DYQEK

LGDSHDL
QR

DVEDEET
WIR

EELYQNL
TR

EANELQQ
WINEK

ELPTAFD
YVEFTR

LSDDNTI
IGQEEIQQ
R

ITALDEFA

FQFFQR

DLSSVQT
LLTK

DLASVQA
LLR

DLIGVQN
LLK

LGESQTL
|QQFSR

LLVSSED
YGR

ISSLSSAQ
IADFNQLA
ELDR

I TATDEAY
KDPSNLQ
GK

ENLLEEQ
GSIALR

[SPTB2_MOUSE

ILSSDDY
GK

[SPTN2_RAT

[SYNPO_RAT

Cytoskeleton-
Other

(GFAP_RAT

K1C10_MOUSE

K2C1_MOUSE

K2C6A_RAT

MAP1A_RAT

MAP1B_RAT

MAP2_RAT

MAP4_MOUSE

MAP6_RAT

[TAU_RAT

MLP3B_RAT

INFH_RAT

INFL_MOUSE

INFM_RAT

[SEPT3_RAT

PLEC1_RAT

[SEP11_RAT

ISEP147M0USE

[SEPT2_RAT
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Peptide 66

Peptide 67

Peptide 68

Peptide 69

Peptide 70

ACTG_RAT

IARPC4_MOUSE

[ACTN1_RAT

AINX_RAT

[ANK2_MOUSE

E41L1_RAT

E41L3_MOUSE

COR1A_RAT

[COR1C_MOUSE

DREB_RAT

[CAZA2_MOUSE

[SPTA2_RAT

DVDETIG
IWIK

DLAALED

LQVASDE
INYKDPTN
LQGK

LFGAAEV
QR

EAALTSE
EVGADLE
QVEVLQK

LLEATEL
K

[SPTB2_MOUSE

[SPTN2_RAT

[SYNPO_RAT

Cytoskeleton-
Other

(GFAP_RAT

K1C10_MOUSE

K2C1_MOUSE

K2C6A_RAT

MAP1A_RAT

MAP1B_RAT

MAP2_RAT

MAP4_MOUSE

MAP6_RAT

TAU_RAT

MLP3B_RAT

INFH_RAT

INFL_MOUSE

INFM_RAT

[SEPT3_RAT

PLEC1_RAT

[SEP11_RAT

ISEP147MOUSE

[SEPT2_RAT
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Supplemental Table 2. Ingenuity Pathway Analysis of 56 Proteins Significantly Changed by VNS (p<0.05), as
detected by LC-MS/MS.

Top Canonical Pathways

Name p-value Overlap
Glutamate Receptor Signaling 5.46E-09 10.5 % 6/57
Amyotrophic Lateral Sclerosis Signaling 7.83E-06 4.5 % 5111
RhoGDI Signaling 6.63E-05 2.9% 5/173
Signaling by Rho Family GTPases 3.49E-04 2.0 % 5/247
phagosome maturation 4.36E-04 2.8% 4/144

Top Networks

ID Associated Network Functions Score
1 Cell-To-Cell Signaling and Interaction, Nervous System Development and Function, Amino Acid Metabolism 50
2 Cell-To-Cell Signaling and Interaction, Hair and Skin Development and Function, Cellular Movement 32
3 Connective Tissue Disorders, Inflammatory Disease, Inflammatory Response 22
4 Cell Morphology, Nervous System Development and Function, Tissue Morphology 6
5 Cancer, Hematological Disease, Immunological Disease 3

Top Diseases and Bio Functions

Diseases and Disorders

Name p-value #Molecules
Neurological Disease 7.37E-03 - 1.24E-08 38
Organismal Injury and Abnormalities 7.37E-03 - 3.31E-08 46
Psychological Disorders 7.37E-03 - 3.31E-08 22
Skeletal and Muscular Disorders 7.37E-03 - 2.14E-07 24
Hereditary Disorder 7.37E-03 - 2.38E-06 26
Molecular and Cellular Functions

Name p-value #Molecules
Cellular Assembly and Organization 7.37E-03 - 6.50E-11 30
Cellular Function and Maintenance 7.37E-03 - 6.50E-11 33

Cell Morphology 7.37E-03 - 5.25E-10 29
Cell-To-Cell Signaling and Interaction 7.37E-03 - 4.48E-09 28
Cellular Development 7.37E-03 - 6.89E-09 27
Physiological System Development and Function

Name p-value #Molecules
Behavior 7.37E-03 - 4.46E-10 20
Nervous System Development and Function 7.37E-03 - 5.25E-10 28
Tissue Morphology 7.37E-03 - 5.25E-10 22
Tissue Development 7.37E-03 - 6.89E-09 27
Embryonic Development 7.37E-03 - 3.85E-06 17
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