Table S2: Oligonucleotides/primers used in this work

Identifier Sequence Use/Source

DGEN-1 GGCCACGCGTCGACTAGTCAGNNNNNNNNNNACGCC Arbitrary PCR (Miller-Williams, Loewen, and
Oresnik, 2006)!

DGEN-2 GGCCACGCGTCGACTAGTCAG %gg‘;?w""ams' Loewen, and Oresnik,

1S50-1 CACGATGAAGAGCAGAAG (Zl\élcl)lgjz-wmlams, Loewen, and Oresnik,

1550-2 TAGGAGGTCACATGGAAGTCAGAT (Oresnik, Pacarynuk, O'Brien, Yost, and
Hynes, 1998)2

lacZ Ext AGGTTCCGTTCAGGACGCTACTTGTG Arbitrary PCR

lacZ Int CCTCCAGATCCTGGAAAACGGGAA Arbitrary PCR

Irp knockout F
Irp knockout R

Irp complementation F
Irp complementation R
pBBR1MCS F

pBBR1MCS R
Linker primer
Irp RACE

Irp translational fusion F

Irp translational fusion R

pXG20 F
pXG20 R

Irp gPCR F

Irp gPCRR

Irp promoter F
Irp promoter R

pPROBE F

pPROBE R
flhDC F
fIhDC R

TGTAGTTCAGGGTCTGGCAGGTAAAGGGAAGAAATATATGAGAGACAC
TAGTGTAGGCTGGAGCTGCTTC
GAATTCACAGGAGTGTAGCGAAAACTATCAGGTTTTGCACCTGCCCTGT
GCATATGAATATCCTCCTTA

CCCGACTGGAAAGCGGGCAGTGGGTGGCGTCAATCAACTGCC
GTTGCGTCGCGGTGCATGGGACAAGCCCGACGCTGAACC
CACTGCCCGCTTTCCAGTCGGG

CCATGCACCGCGACGCAAC

ACTGACATGGAGGAGGGA
GTTTTTGCTAGCGAGCTGAGCGGTATAACC
GAGATTGACATCCCTATCAGTGATAGAGATACTGAGCACATTATAACGC
GACAGGCTCTATGTC
AGTTCTTCTCCTTTGCTCATGAATTCGCCAGAACCTTCGACGTTAGAAAT
ACGTCCATC

TGTGCTCAGTATCTCTATCACTGATAGGGATGTCAATCTC
GGTTCTGGCGAATTCATGAGCAAAGGAGAAGAACT
CGCATTATCTGGACGCTTCT

TGTACAGCGGCGTTAAATTG
GAGCTCGGTACCCGGGGATCCTCGGTGGCGTCAATCAACTGCC
CGACCTGAATGGAAGCCGGCCTGCCAGACCCTGAACTACATC

GAGGATCCCCGGGTACCGAGCTC

GCCGGCTTCCATTCAGGTCG
CATGAGCTCGAACCGAATGGTTTTGCCTA
GTCTCTAGAAAACGTGTGGGTGAGAGGAG

Site-directed deletion of Irp

In-vivo assembly cloning of Lrp with native
promoter

In-vivo assembly amplification of
pBBR1MCS-2 backbone

(Urban and Vogel, 2007)3

Mapping 5' transcriptional start site of Irp

In-vivo assembly of Lrp translational fusion

In-vivo assembly amplification of pXG20

In-vivo assembly cloning of Lrp promoter
In-vivo assembly amplification of pPROBE-
NT

Cloning FIhDC1 into pML123
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