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Overall Survival for altered lumA TCGA samples
compared to not altered lumA TCGA samples
up = CAPZA2,FKBP4,KRT18,0LFML3
study = TCGA (Cell 2015)

p-value: 2.7e-04
HR: 4.338
95% CI: 1.831 - 10.275
—— altered in lumA (N=25, NE=6, Mdn=72.5)
—— not altered in lumA (N=387, NE=47, Mdn=146.4)
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Overall Survival for altered lumA TCGA samples
compared to not altered lumA TCGA samples
up = FASN,IGFBP5,ISOC1,PIP
study = TCGA (Cell 2015)
p-value: 0.003
HR: 3.42
95% CI: 1.428 — 8.193
—— altered in lumA (N=22, NE=6, Mdn=75.4)
—— not altered in lumA (N=390, NE=47, Mdn=129.6)
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Overall Survival for altered lumA TCGA samples
compared to not altered lumA TCGA samples
up = CAPZA2,FKBP4,KRT18,0LFML3
study = METABRIC

p-value: 3.7e-04
HR: 2.81
% Cl: 1.551 - 5.09

—— altered in lumA (N=28, NE=12, Mdn=172.9)
— not altered in lumA (N=645, NE=132, Mdn=NA)
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Overall Survival for altered lumA TCGA samples
compared to not altered lumA TCGA samples
up = FASN,IGFBP5,ISOC1,PIP
study = METABRIC

1.0
p-value: 0.002
HR: 2.156
0.8 7 Wy, 1.314 - 3.537
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—— altered in lumA (N=47, NE=18, Mdn=209)
—— not altered in lumA (N=626, NE=126, Mdn=300.7)
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