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up = EEF1A2,EIF4B,HSPB1,KRT18
study = TCGA (Cell 2015)
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altered in lumB (N=18, NE=4, Mdn=45.6)
not altered in lumB (N=158, NE=23, Mdn=129.5)

p−value: 1.8e−05
HR:        8.421
95% CI:  2.631 − 26.952
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up = EEF1A2,EIF4B,HSPB1,KRT18
study = METABRIC
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altered in lumB (N=37, NE=26, Mdn=97)
not altered in lumB (N=417, NE=153, Mdn=256.9)

p−value: 8.3e−05
HR:        2.262
95% CI:  1.489 − 3.435
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up = AGR2,CYFIP2,KRT18,RAB1B
study = TCGA (Cell 2015)
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altered in lumB (N=15, NE=4, Mdn=51.4)
not altered in lumB (N=161, NE=23, Mdn=129.5)

p−value: 0.003
HR:        4.59
95% CI:  1.527 − 13.795
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up = AGR2,CYFIP2,KRT18,RAB1B
study = METABRIC
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altered in lumB (N=29, NE=15, Mdn=114.9)
not altered in lumB (N=425, NE=164, Mdn=218.3)

p−value: 0.004
HR:        2.159
95% CI:  1.269 − 3.675


