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altered in Her2 (N=26, NE=18, Mdn=55.7)
not altered in Her2 (N=194, NE=89, Mdn=184.7)

p−value: 0.005
HR:        2.033
95% CI:  1.22 − 3.388
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altered in Her2 (N=11, NE=5, Mdn=33.2)
not altered in Her2 (N=54, NE=9, Mdn=212.1)

p−value: 0.005
HR:        4.65
95% CI:  1.448 − 14.929
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altered in Her2 (N=25, NE=18, Mdn=51)
not altered in Her2 (N=195, NE=89, Mdn=184.7)

p−value: 0.005
HR:        2.049
95% CI:  1.232 − 3.407
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up = CYFIP1,G6PD,KYNU,PSMC2
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altered in Her2 (N=8, NE=4, Mdn=14)
not altered in Her2 (N=57, NE=10, Mdn=212.1)

p−value: 6.1e−04
HR:        6.421
95% CI:  1.899 − 21.71
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altered in Her2 (N=22, NE=16, Mdn=46.2)
not altered in Her2 (N=198, NE=91, Mdn=184.7)

p−value: 0.004
HR:        2.139
95% CI:  1.257 − 3.642
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up = CAPZA2,CBX1,G6PD,NQO1
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altered in Her2 (N=9, NE=5, Mdn=37)
not altered in Her2 (N=56, NE=9, Mdn=212.1)

p−value: 9.8e−04
HR:        5.801
95% CI:  1.789 − 18.816
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