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Overall Survival for altered Basal TCGA samples
compared to not altered Basal TCGA samples

up = ANXA2,CALR,MFAP2,SERPINH1
study = TCGA (Cell 2015)
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altered in Basal (N=13, NE=4, Mdn=NA)
not altered in Basal (N=123, NE=16, Mdn=NA)

p−value: 0.021
HR:        3.476
95% CI:  1.126 − 10.727
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Overall Survival for altered Basal TCGA samples
compared to not altered Basal TCGA samples

up = ADM,MAGEA4,PRKCSH
study = TCGA (Cell 2015)
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altered in Basal (N=20, NE=5, Mdn=NA)
not altered in Basal (N=116, NE=15, Mdn=NA)

p−value: 0.039
HR:        2.842
95% CI:  1.005 − 8.036
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Overall Survival for altered luminal TCGA samples
compared to not altered luminal TCGA samples

up = BLVRB,EIF4B,ISOC1
study = TCGA (Cell 2015)
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altered in luminal (N=56, NE=8, Mdn=113.7)
not altered in luminal (N=532, NE=72, Mdn=129.5)

p−value: 0.012
HR:        2.516
95% CI:  1.193 − 5.304
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