
S1 Fig. Alignment of the different allelic variants in the TP0136, TP0548 and TP0705 

loci identified in this study (new alleles are in italics). 
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TPA SS14 - - - - A - A C A C T - G T T A A C C G 
TP_0136_1 - - - - A - A C A C T - G T T A A C C G 
TP_0136_4 - - - - A - A C A C T - G T T A A T C G 
TP_0136_17 - - - - A - A C A C T - G T T A A C C A 
TP_0136_18 T A G GA G CTC G G G G A A C C G C T A G G 
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TPA_SS14 G G G A G T C G G A G A A G A 
TP_0548_1 G G G A G T C G G A G A A G A 
TP_0548_3 A G A A G T C G G A G A A G A 
TP_0548_4 A G A A G T C A G A G A A G A 
TP_0548_5 A G A G G T C G G A G A A G A 
TP_0548_26 A G A A G T C G G A G G A G A 
TP_0548_27 A G A A G T C G G A G G A G G 
TP_0548_28 A G A A G T C G G G G A G G A 
TP_0548_29 A G A A A T C G G A G A A G A 
TP_0548_30 A G A A G T C G G A G A A G A 
TP_0548_31 A G A A G T C G G A G A A T A 
TP_0548_32 G G A A G T C G G A G A A G A 
TP_0548_33 G G G A G C C G G A G A A G A 
TP_0548_34 G G G A G T C G G A T A A G A 
TP_0548_35 G G G A G T A G A A G A A G A 
TP_0548_36 G A G A G T C G G A G A A G A 
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TPA SS14 and TPA Nichols C G C G C A C C G 
TP_0705_1 C G C G C G C C A 
TP_0705_3 C A C G C A C C G 
TP_0705_8 C G T G C A C C G 
TP_0705_9 C G C G C A C C A 
TP_0705_10 C G C G C A C C G 
TP_0705_14 T G C G C A C C G 
TP_0705_15 C G C A C A C A G 
TP_0705_16 C G C G A A A C G 

 

 


