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Figure S1. ADMIXTURE analysis results with ancient data projected onto the modern genetic
structure. Related to Figure 1. A. Ancient individuals at K9. B. Modern population averages at K9. C.

Ancient individuals at K3 to K18. D. Modern population averages at K3 to K18.
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culture, Bronze Age, Iron Age and Middle Ages respectively using 1240k capture SNPs.



>

g !
g 8 *—FWW HH“‘#+¢+++4+¢¢¢+.H%ﬁ“g*ggigiﬁﬂﬁﬁf
4 4409
& poet
@
2
| ey
= 2nd,degree
g g ¢
A
° 3
o o
I
g Astdegree T s s
>
<
Yo}
(\! .
IS
FTTT T T I T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T I T I T I T I T I T I T I T I T I T I TTTTTTT]
O TR O NN TN O TN T O T O QOO ¥R NN N OO O N IR Y OROROrON B YN
SRR R SR S R RN S R S L R R S S R R S I R S S R A R XX R XS SR IXRRRRSIRRRNOXXRSHRD
S ERRE R S Sact eh fh i b gl b fa oot folad e S e R E e
XXgX XX(L)X(L)XXX XXXXXXX>XXXXXXX>X>XX§>X 8>9X > XX7T XXX Uj>><v‘<’)_>>(g :)2
© © =) X ©° =} x o > X
B E lla
o -
< 4 10
S
?8 - 10°
S
m
®» ©
N @~ ++* 10° o
93 phespeesiess
S 3 +++Wﬁﬁ“‘*w’w—+ H
a o 5
? 3 +++++++++++*+
2 g
- 4 2
£ o g
T e e G e < e A
o 2nd degree
o
g 8
g ©
< oo T
N — 1stdegree
o
10 —
© T T T T T T T
g - 10 102 10° 10° 10° 10° 10
M T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T I T T ITTTrITTT]l Moder popuiaton iz
orrw L ONEYVOLE VYT N©D D Gwwozwrtrw-vo >
=23 =Sc S=2rdc=2c2=2 p-value
szs 333 $33333 °c e 295238 § 38
S=5 =53 HhSThge e 2
= é>é(§g |||1|||||||||||||||
g m 95% HPD
s | @ -29to 72 years (prob=0.15)
o &8
w T o
%) o S _
N 3
H o
o @ - @
a o + g
[} =
@
2 5 3 o —76 years 344 years
E @4 E o
g ° 2 s
,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,, 5
© N 2
g g n 2nd degree é
[ E
< o = o
g — S 4 V16 died before X14 died before
1st degree
&
o T T T T 1T T T T T T T T T 1
L £ £ =2 = = £ 2 £ £ 2 = 8 2 =
¢ £ 2 28 % g E g &= E BB = o
8 2 3 2 ] 2 3 2 2
: 2 ° = s = ° ° T T T \
£ = 8 s 2
@ -200 0 200 400
E

Figure S3.

Difference in Years

Kinship test results, date difference probability estimation for found relatives and

continuity test results. Related to Table 1. A. Bronze Age Estonian kinship test results. B. Iron Age

Estonian and Ingrian kinship test results. C. Middle Age Estonian kinship test results. D. Probabilistic

estimate for the distance in time between the radiocarbon dates associated with X14 and V16 obtained

via one million MC simulations of calendar dates. E. Continuity test results between a Middle Age

Estonian genome and modern Estonians.
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Xibo [S18] + +
Yakuts [S18,S27] + +
Yemenese [S23] +
Yorubas [S18] + +
Yukaghirs [S19] + +

Table S3. Modern and ancient comparison populations for principal component (PCA), outgroup
f3 and D statistics' (f3, D), ADMIXTURE (ADM) and ChromoPainter (CP) analyses. Related to

Figures 1, 2, 3, S1 and S2.
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