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Figure S1: (A) Correlation analysis (Spearman) between the 
expression of the four SDH subunits relative to SNAI2 in the n=204 breast cancer 
cohort. (B) Correlation analysis (Spearman) between the individual SDH subunits 
in the n=204 breast cancer cohort.
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Figure S2: (A) Sequence alignment of the SDHC gene in CRIPSR/
Cas9- modified  MCF7 cells and the SDHC wild-type gene, revealing an 11bp 
frameshift deletion. (B)Sequence alignment of the SDHD gene in CRIPSR/Cas9-
modified MCF7 cells and the SDHD wild-type gene, revealing an 29bp frameshift 
deletion. (C) qPCR analysis of SDHA-D in MCF7 SDHD +/- cells.
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Figure S3: Characterization of the EMT process in MCF10A cells 
upon overexpression of TWIST and SNAI2 (Slug). (A) Cell proliferation was 
measured by the use of the xCelligence RTCA DP instrument (ACEA Bioscience, 
San Diego, CA), which measures cellular impedance (expressed as “Cell index”). 
The cells (MCF10A, MCF10A/GFP, MCF10A/TWIST, MCF10A/SNAI2) were 
seeded at a density of 10 000 cells/well. (B) mRNA and (C) protein expression of 
TWIST and SNAI2, and epithelial (E-cadherin (CDH1)) and mesenchymal (N-
cadherin (CDH2), Vimentin (VIM), Twist, SNAI2, Axl and PRXX1) markers. The 
numbers at the end of the sample name in the western blots refer to passage 
number after transduction.   
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Figure S4: Western blot analysis of HIF1α in MCF7 SDHC/D+/+, 
MCF7 SDHC+/-, and MCF7 SDHD+/- cells, and in MCF10A/Par and 
MCF10A/TWIST cells.
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Table S1: Spearman correlation analysis was applied to assess 
associations between SDH subunit gene expression and EMT315 score on (A) 
Encyclopedia breast cancer cell line collection (56 cell lines) and for (B)TCGA RNA-seq 
extracted from GDAC version 2018_01_28 from breast cancer carcinoma cohort (7).
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Table S2: Gene expression (mRNA) correlation analysis (Spearman) between SDH 
subunits and listed genes in the Affymetrix breast cancer patient meta cohort (n=3,992) 
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Table S3

Table S3: (A) Probes used in experiments presented. (B) Antibodies used 
in experiments presented. (C) Probes and dyes used in experiments presented. 

A B

C
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