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Protein ID UNIPROT Sequence
ACK1 Q07912 kPTyDPVSEDQDPLSSDFk
APLP2 Q06481 yLEQmQI
CI078 Q9NZ63 nAEDcLyELPENIR
CK052 Q96A22 hVHLENATEyATLR
CSK P41240 vMEGTVAAQDEFyR
CTND1 O60716 hYEDGYPGGSDNyGsLSR
CTND2 Q9UQB3 aSYAAGPASNyADPYR
CTND2 Q9UQB3 aLQSPEHHIDPIyEDR
DDR1 Q08345 nLyAGDyYR
DSC2 Q02487 hAQDYVLTYNyEGR
DYR1B Q9Y463 iYQyIQSR
EPHB4 P54760;P54753 vYIDPFTyEDPNEAVR
EPHB4 P54760 fLEENSSDPTyTSSLGGk
ERBB2 P04626 lLDIDETEYHADGGkVPIkWmALEsILR
ERBB3 P21860 hSLLTPVtPLSPPGLEEEDVNGYVMPDTHLk
ERBB3 P21860 eGTLSSVGLSSVLGTEEEDEDEEyEYMNR
ERBB3 P21860 dGGGPGGDYAAMGAcPASEQGyEEMR
FAK1 Q05397 ymEDSTYYk
GNAL P38405 qyELL
HIPK2 Q9H2X6 aVcSTyLQSR
HS90B P08238 eDQTEyLEER
ICK Q9UPZ9 skPPYtDyVSTR
INADL Q8NI35 eQEDLPLyQHQATR
K1C19 P08727 dYSHyYTTIQDLR
K2C7 P08729 lSSARPGGLGSSsLyGLGASRPR
KPCD Q05655 rSDSASSEPVGIyQGFEk
KPCD Q05655 tGVAGEDMQDNSGTyGk
LAP4B Q86VI4 ePPPPyVSA
LDLR P01130 tTEDEVHIcHNQDGySYPSR
LPP Q93052 nDSDPtYGQQGHPNTWk
PAR3L Q8TEW8 gLLDYATGAIGSVYDMDDDEMDPNyAR
PARD3 Q8TEW0 eRDyAEIQDFHR
PAXI P49023 fIHQQPQSSsPVyGSSAk
PKHA5 Q9HAU0 gGNRPNTGPLyTEADR
PKHA6 Q9Y2H5 lPPRSEDIyADPAAYVMR
PKP4 Q99569 tVHDMEQFGQQQyDIYER
SG223 Q86YV5 eATQPEPIyAESTk
SHB Q15464 dkVTIADDySDPFDAk
SHB Q15464 lDycGGSGEPGGVQR
SHB Q15464 aGkGESAGyMEPYEAQR
SHB Q15464 vTIADDYsDPFDAk
SHB Q15464 lPQDDDRPADEyDQPWEWNR
SKT Q5T5P2 nVyYELNDVR
SPIT2 O43291 nTyVL
SRCN1 Q9C0H9 nVFyELEDVRDIQDR
SRSF1 Q07955 dGyDYDGYR
SSH2 Q76I76 tTNPFYNtm
T106B Q9NUM4 nGDVSQFPyVEFTGR
T106C Q9BVX2 eQEEAIAQFPyVEFTGR
TAB1 Q15750 vEPyVDFAEFYR
TM1L2 Q6ZVM7 kTVTyEDPQAVGGLASALDNR
TYK2 P29597 lLAQAEGEPcyIR
XYLK O75063 dHVVEGEPyAGYDR
ZDHC5 Q9C0B5 ePsPVRyDNLSR

C LAPTM4BLAPTM4B
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