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Num. Tags | Mouse | Human
0 tags 0.25% 0.20%
1 tags 2.50% 2.70%
2 tags 8.25% 8.80%
3 tags 9.35% 9.80%
4 tags 11.80% | 12.20%
5 tags 67.85% | 66.30%

Ligation efficiency each round = 92.3%
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