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Supplemental Figure 5

y | HE - ‘ [ [ spearman correlation p= 0.74
- o m— I o Active Hub |0 2 Active Hub ’g =
g o S |UTRNA N S9 |UTRNA S
£, oz ¥ S5 T
L2 < f(\li [N g f o g é‘—— ;,4. s
5o 3 w5 58 N5 Eo 3
= 2] € g % s 2
I 53 S 5 - < E
° — O« =] o 5 o o [0) ‘I_’
83 ] E: NERERS =5 5 ‘
] — ©Oo 10 o |0 R Y
< 2] i 227 ° 2 o Y
© “Active Inactive Oth g 28!
ﬁﬂ\ée nﬁﬁgve F?et er 0 50 100 150 <=0 20 40 60 80 100 120 50 100 150 200 250
9 Position on chromosome 4 (Mb) Position on chromosome 11 (Mb) Active hub contact frequency
Malat1 RNA (RAP-DNA)
- - - spearman correlation p= 0.80
5 — - © | Active Hub & | Active Hub SN
Ew ] S _ | Malatt RNA @_ S§ | Malatl RNA £ 8o
e ks) NE 5 0O Gé
= - — @ F—=O @ %+ c o
= S s O« c Q]
a - 53| 5 5 ° ge
S w i O~ 2 3 ok ¢
o O 4 2 0L o Q| & o
o 2 rcs 53 T —o
g £ c * = T
%o 28 =2 g
Zol ‘ — 37 < 38 e =
Adtive Inactive Other < g 50 10  150° <70 20 40 60 80 100 120 50 100 150 200 250
hub hub  Regions

Position on chromosome 4 (Mb) Active hub contact frequency

D

Position on chromosome 11 (Mb)

Histochoice Fixation

C

4% Formaldehyde Fixation

@

Histochoice Fixation

, 100 .
chr2-A (Active) chr2-A (Active) s m Active Hub
® 3 B Control
-E g 804 m Inactive Hub
=8 701
29 g0 |
® £
Q8 50y 44%
8 - 40 |
88 30/
cC @©
8 207 10%  12%
4 0,
g 10 6%
7chr4 chr11chr18chr4 chr11chr2 chr4 chr11chr18 chr4chr11chr2
| A A A C C | A
Contacting SC35 d<0.25pum
(d=0.0pm) from SC35
4% Formaldehyde Fixation H Histochoice Fixation
100+ 100
X 3 50
\w, ;\; 9) % W chr2-A - chr11-A 420,
o 757 2 15 £ 5 40- M chr2-A - chr4-C
o o] 2~
Y— o n
o 50-] 5 50 3 § 307
) . o Active Control - 2
2 Active Control g — chr2-A — chr18-l o 8 20
8 254 —chr2-A —chr4-C 3 25 SRS
5 —chr4-A —chr11-C § —chrd-A~ —chr4-C £ 810
& —chr11-A chrigl & — chr11-A — chr11-C 5§
0— T T T T T T nq_,) 0 -
0.0 0.5 1.0 15 0.0 0.5 1.0 15 © d<0.5um d<1gm d<1.5um

Distance from nearest SC35 speckle (um) Distance from nearest SC35 speckle (um)



