Supplemental Information

Sl Figure 1. Majority Consensus Tree for Bl Combined Sequence and RGC for Groups 1 & 2.
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SI Fig. 1. Bl combined sequence and RGC data sets of both group 1 and group 2 species
produced topologies consistent with sequence only analyses and topologies of previous studies.
All nodes at maximum support.
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Sl Figure 2. Majority Consensus Tree for Bl Sequence Analysis Group 1 only.

Polypogon fugax

Agrostis gigantea

Agrostis stolonifera

Triplachne nitens

Gastridium ventricosum

Calamagrostis breviligulata

Dichelachne crinita

Briza maxima

— Hierochloe odorata

— Anthoxanthum odoratum
Koeleria nitidula
Trisetum cernuum
Avena sativa
Arrhenatherum elatius

— Phalaris arundinacea

— Torreyochloa pallida

Amelichloa brachychaeta

SI Fig. 2. Bl sequence only data set of group 1 species produced topologies consistent with
sequence and RGC analyses and topologies of previous studies. All nodes at maximum support.
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Sl Figure 3. Majority Consensus Tree for Bl Sequence Analysis for Group 2 only.
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SI Fig. 3. Bl sequence only data set of group 2 species produced topologies consistent with
sequence and RGC analyses and topologies of previous studies. All nodes at maximum support.



