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Peptides

Description

Beta-globin GN=Hbbt1 16
[K].DFTPAAQAAFQK.[V]

[K].GTFASLSELHCDK.[L]

[K].AAVSGLWGK.[V]
[K].KVITAFNDGLNHLDSLK.[G]
[R].LLGNMIVIVLGHHLGK.[D]
[R].YFDSFGDLSSASAIMGNAK.[V]
[K].AAVSGLWGKVNADEVGGEALGR.[L]
[R].LLGNMIVIVLGHHLGK.[D]
[K].GTFASLSELHCDKLHVDPENFR.[L]
[K].KVITAFNDGLNHLDSLK.[G]
[R].LLVWWYPWTQR.[YF]
[K].VITAFNDGLNHLDSLK.[G]

Alpha globin 1 GN=haemaglobin alpha 2 7
[RI.MFASFPTTK.[T]

[K].TYFPHFDVSHGSAQVK.[G]
[K].FLASVSTVLTSK.[Y]
[K].LLSHCLLVTLASHHPADFTPAVHASLDK.[F]
[K].KVADALANAAGHLDDLPGALSALSDLHAHK.[L]
[K].IGGHGAEYGAEALER.[M]
[K].VADALANAAGHLDDLPGALSALSDLHAHK.[L]

15.738

15.103

Mean Stiddev #rep

B6 blood (tetramer)

rHb (tetramer)
rHb (dimer)

*k%k
*kk

< 0.0001 by t-Test



