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SUPPLEMENTAL FIGURE LEGENDS 

Figure S1. Community bar blots of the relative abundance at class level (A), 

order level (B) and family level (C) in SIM and fecal samples of each group. 

D. Taxa tree illustrated the origin of gut microbiota and the proportion of gut 

microbiota in each group. 

Figure S2. Heatmaps of changes in bacterial abundance at different levels in 

SIM samples and fecal samples of each group. A. At class level, B. At order 

level, C. At family level), and at genus level (D). 

Figure S3. Study design. The rats were fed with STD, HFD, HSD and HPD, 

respectively, and were sacrificed after 12 weeks. SIM and fecal samples were 

collected for microbiota analysis and the ileum tissues were collected for 

histological staining. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



   

 

 

 

Figure S1 

 

  



   

 

Figure S2 

 

  



   

 

Figure S3 

 

 


