S$1 Table. Strains and plasmids.

Strain or plasmid | Genotype or description ‘ Reference
A. baumannii
ATCC 17978 cerebrospinal fluid isolate (1)
EGA336 ATCC 17978 gyrA(S81L) This study
GVA41 ATCC 17978 parC(S84L) This study
GVA37 ATCC 17978 gyrA(S81L) parC(S84L) This study
EGA465 ATCC 17978 AadelJK (2)
GVAG8 ATCC 17978 ArecN This study
GVA84 ATCC 17978 ActpA This study
EGA627 ATCC 17978 pbp1a(N178TfsX27) This study
GVAG1 ATCC 17978 AgidA This study
YDA124 ATCC 17978 AP1 AP3 This study
E. coli
DH50. SupE44 AlacU169 (¢80lacZAM15) hsdR17 recA1 endA1 gyrA96 thi-1
relA1 (3)
DH5Apir DH5a. (Apir) tet::Mu recA (4)
TO60 DH50 Apir [F’ proAB lacl’ZAM15 Tn10 (TcR)] (5)
plasmids
pUC18 oriColE1 MCS CbR (6)
pSR47s oriTRP4 oriR6K KmR (7)
pDL1073 Tn10 (KmR) delivery plasmid, ori pSC101 Cb® This study
pWH1266 shuttle plasmid, Cb® Tet® (8)
pWH1266 with rrnB & T7 tandem terminators replacing EcoRI-Pstl
pEGE244 fragment, Tet® (2)
pGVE41 pWH1266 with ctpA replacing EcoRI-Pstl fragment, Tet® This study
recA promoter-UTR(C::G)-mKate2 transcriptional fusion in pNLAC1
pCC1 vector, Tet? (9)
trpB promoter-UTR(C::G)-mKate2 transcriptional fusion in pNLAC1
pCC7 vector, Tet? (9)
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