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Figure S1: Growth of G. thermoglucosidans in the defined medium mDM supplemented with various carbon sources.

G. thermoglucosidans cultures were grown in 250 ml flask format in mDM supplemented with 10 g I'* of the relevant carbon source.
All graphs show growth curves for G. thermoglucosidans cultures grown in mLB and mDM with no additional carbon source for
comparison. In all cases, cultures were inoculated to an initial OD600 of 0.04 using starter cultures prepared by resuspending G.
thermoglucosidans biomass taken from a confluent agar plate in 5 g I'* yeast extract solution. Cultures were incubated at 60 °C, with
shaking at 220 rpm. Points represent the mean change in OD600 of n = 3 biological replicates. Standard deviation error bars are
shown, unless hidden by the points. The lines represent fits of the data using a one-site specific binding with Hill slope equation.



