
Caribbean multi-centre study of Klebsiella pneumoniae: whole genome 

sequencing, antimicrobial resistance and virulence factors. 

 
Eva Heinz1,2*, Richard Brindle3,4, Andrina Morgan-McCalla3,5, Keisha Peters3, Nicholas R. 

Thomson1,6 

 

1: Wellcome Trust Sanger Institute, Hinxton, UK 

2: Liverpool School of Tropical Medicine, Liverpool, UK 

3: Caribbean Public Health Agency, Port of Spain, Trinidad & Tobago 

4: University of Bristol, Bristol, UK 

5: University of the West Indies, Mona, Jamaica 

6: London School of Hygiene and Tropical Medicine, London, UK 

*Correspondence: eva.heinz@lstmed.ac.uk 

 

Supplementary data 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Figure S1: Numbers of all orally (A) and peritoneal (B) prescribed antibiotics reported in the 

PPS. 
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Figure S2: Core genome analysis of K. quasipneumoniae subsp. similipneumoniae isolates. 

Phylogenetic tree of the isolates (left) and corresponding pairwise SNP distances in a heatmap 

(right).  
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Figure S3: Antimicrobial resistance gene alleles for all analysed genomes in this study. 
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Figure S4: Core genome analysis for main antimicrobial resistant, globally spread STs. 

Mapping tree (left) in the context of public data and the corresponding pairwise SNP distances 

after removing recombination shown as heatmap (right) for (A) ST11, (B) ST15, (C) ST307, (D) 

ST405. The published strains included in the analyses are given in Dataset S2. 
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Figure S5: Comparison of two meningitis cases in the Caribbean. The mapping tree shows 

the two cases ([61], this study) in the context of other isolates. The core genome tree 

alignment was used to calculate pairwise SNP distances as in Figure S4 (middle panel), and 

the presence or absence of K. pneumoniae-specific virulence determinants associated with 

invasive disease [5] is shown on the right panel. 
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Figure S6: Capsule (K-) and LPS O-antigen (O-type) genotype distribution in all isolates. 

 



25293_8#137
25293_8#147
27097_7#120
27097_7#121
27097_7#151
27097_7#116
27097_7#163
25293_8#99
25293_8#37
27097_7#103
25293_8#39
25293_8#86

27035_8#2
27097_7#146
27097_7#154
27035_8#10

27097_7#162
27097_7#187
27097_7#122

27035_8#1

27097_7#189
25293_8#8

25293_8#93
27097_7#104
27097_7#166
25293_8#2

25293_8#114
25293_8#71
27097_7#113
25293_8#106
25293_8#121

25293_8#89

27097_7#182
25293_8#13
25293_8#18
27097_7#179
27097_7#171
27035_8#5

25293_8#7
27097_7#156
25293_8#127

27097_7#181
25293_8#21

25293_8#32
25293_8#28
25293_8#141
25293_8#64
25293_8#120
25293_8#149
25293_8#112
27097_7#178
27097_7#192
27097_7#132
27097_7#114
25293_8#95
25293_8#159
25293_8#104
25293_8#139

27097_7#134
27097_7#101
27097_7#110

27097_7#180

27097_7#172
27097_7#133
27097_7#165

27097_7#125

25293_8#156
27097_7#107

27097_7#148

27097_7#149
25293_8#115

25293_8#47
27097_7#183

25293_8#74
25293_8#97

25293_8#105
25293_8#33

25293_8#1
25293_8#31

27097_7#97

25293_8#30
27097_7#96
27097_7#164
25293_8#138

25293_8#38
25293_8#65
27097_7#177
25293_8#43

25293_8#145
25293_8#133
25293_8#150

27097_7#159
25293_8#148

27097_7#169
25293_8#4

25293_8#153
25293_8#66
27097_7#115
25293_8#10
25293_8#11
27097_7#167
27097_7#95
25293_8#129
27097_7#160

25293_8#49
27097_7#150

27097_7#176
25293_8#92

25293_8#5
27097_7#131

27097_7#102

27097_7#105
27097_7#155
25293_8#81

25293_8#122
25293_8#69

25293_8#40
25293_8#131
25293_8#113
25293_8#111

25293_8#44
25293_8#103
25293_8#101

25293_8#50

25293_8#77
25293_8#94

25293_8#123

25293_8#24

25293_8#116
27097_7#145

27097_7#161

25293_8#67
25293_8#68

27097_7#127
27097_7#111

27097_7#190
25293_8#140

25293_8#90

27097_7#139
25293_8#134
27097_7#126
25293_8#110
25293_8#72

25293_8#158
27097_7#118
25293_8#19
25293_8#25

27097_7#108
27097_7#142
25293_8#27
25293_8#46

25293_8#117

27097_7#124
25293_8#73
27097_7#106
27097_7#93

27035_8#3
25293_8#144
25293_8#102
27097_7#188
25293_8#126

25293_8#29

25293_8#34
25293_8#124
25293_8#142

25293_8#22

27097_7#140
27097_7#144
27097_7#135
25293_8#3
27097_7#119

27097_7#185
27097_7#157
25293_8#85
27097_7#109
25293_8#36

25293_8#70
25293_8#35

25293_8#80
27097_7#173
27097_7#130
25293_8#17
25293_8#109
25293_8#83
25293_8#84

27097_7#141
25293_8#143
25293_8#135

25293_8#14
27097_7#153

27097_7#174
27097_7#152
27097_7#184
25293_8#107
27097_7#158

27097_7#168
27097_7#98
27097_7#94
27097_7#117

27097_7#136
27097_7#128
27097_7#123
27097_7#138
27097_7#186

27097_7#170
25293_8#82
25293_8#15

27097_7#100
25293_8#128
27097_7#92
27097_7#147
27035_8#6

25293_8#100
25293_8#98

25293_8#157

27097_7#137
25293_8#75
25293_8#146
25293_8#41
25293_8#23
25293_8#88

25293_8#76
25293_8#48

25293_8#45

25293_8#12
25293_8#16
27097_7#91
25293_8#130
25293_8#26

25293_8#125
25293_8#132
25293_8#136
27097_7#99

25293_8#119
25293_8#108
25293_8#20
25293_8#91
27097_7#143
27097_7#112
25293_8#155
27097_7#175
25293_8#87

25293_8#118
25293_8#154
27035_8#8
27035_8#9

25293_8#78
25293_8#152
25293_8#151

27097_7#129
25293_8#63
25293_8#57

25293_8#56
25293_8#53
25293_8#51

25293_8#58
25293_8#62
25293_8#52

25293_8#60
25293_8#55

25293_8#59
25293_8#61
25293_8#54

27035_8#7
25293_8#79
25293_8#6
25293_8#42
25293_8#96
27097_7#191
27035_8#4

K
-ty
p
e

O
-ty
p
e

KL1

KL10

KL101

KL102

KL103

KL105

KL107

KL111

KL112

KL114

KL116

KL117

KL118

KL12

KL122

KL123

KL124

KL125

KL127

KL128

KL13

KL133

KL134

KL136

KL139

KL14

KL140

KL141

KL142

KL146

KL149

KL15

KL151

KL154

KL155

KL16

KL17

KL19

KL2

KL20

KL21

KL22

KL24

KL25

KL27

KL28

KL3

KL30

KL36

KL38

KL39

KL42

KL43

KL46

KL48

KL49

KL5

KL51

KL53

KL54

KL55

KL56

KL57

KL58

KL60

KL61

KL62

KL63

KL64

KL67

KL7

KL70

KL71

KL74

KL8

KL9

O1/O2v1

O1/O2v2

O12

O1v1

O1v2

O2v1

O2v2

O3/O3a

O3b

O4

O5

OL101

OL102

OL103

K-types

O-types

Figure S6


