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Additional file 6: Phylogenetic analysis of miRNA sequences. Phylogenetic analysis by maximum
likelihood method of mature miRNA sequences expressed in the P. notatum floral transcriptome.

MIMATO0015347(zma-miR3950-5p)
MIMATO0011758(0sa-miR2275a)
MIMATO0035533(bd-miR2275a)
MIMATO0037125(ata-miR2275b-3p)
MATAT0001072(osa-miR166g-3p)
MIMATO0000189(ath-miR166a-3p)
MIMATO0001037(osa-miR166k-3p)
MIMATO0022877(osa-miR171c-5p)
PnmiR8
MIMATO0015366(zma-miR1432-3p)
MIMATO0000178(ath-miR 160a-5p)
MIMATO0001045(0sa-miR168a-5p)
MIMATO0000931(ath-miR390a-35p)
PnmiR1
MIMATO0014020(zma-miR398a-3p)
Pn miR2
MIMATO0026431(sb-miR169d-3p)
MIMATO0015138(zma-miR 164b-3p)
MIMATO0015319(zma-miR 164g-3p)
MIMATO0015124(zma-miR156d-3p)
MIMATO0015129(zma-miR 156a-3p)
MIMATO0015128(zma-miR 156e-3p)
MIMATO0026186(cme-miR156j)

Pn miR4

PnmiRS

Pn miR3
MIMATO0020761(bd+miR319b-3p)
MIMAT0025996(mdm-miR397a)
MIMATO0014072(cclmiR167a)
MIMATO0001601(0sa-miR396e-5p)
MIMATO0000944(ath-miR396a-5p)
MIMATO0000945(ath-miR396b- 5p)
MIMATO0000196(ath-miR167a-5p)
MIMATO0014082(ctr-miR171)
PnmiR7
MIMATO0037190(ata-miR171a-5p)
Pn miR6
MIMATO0001023(0sa-miR159b)
MIMATO0011769(zma-miR2275b-5p)
MIMATO0011741(0sa-miR2118b)
MIMATO0011745(osa-nmuR2118f)
MIMATO0000957(osa-miR393a)
MIMATO0014028(zma-miR528a-5p)
MIMATO0000185(ath-miR 164a)
MIMATO0001034(0sa-miR164d)
MIMAT0014030(zma-miR529-5p)
MIMATO0000952(ath-miR399b)
MIMATO0000992(0sa-miR3991)



