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213 PONQNIPRGAVLHSEPLTVMVLTATDPFEYESPEHEVKNMLHATVATVSQYFHVKVFNINLKEKFTKKNFIIISNYFESKGILEINETSSVLEAAPDOMIEVP 315
46 TPKKNISKGAVLHERPMIVMVLTATEPFNYKEG---KENMFHATVATESQYYRVKVFNMDLKEKFTENQFITISKYFNSSGILEINETATVSEAAPNOIIEVP 145
189 AKCQVTPRRNVLOKREVIVKVLSTTKPFEYETPEMEKKIMFHATVATQTQFFHVEVLNTSLKEKFNGKKIIIISDYLEYDSLLEVNEESTVSEAGPNQTFEVE 291
138 MVAQQESIREGFQKRCLPVMVLKAKKPFTFETQE-GKQEMFHATVATEKEFFFVEVFNTLLEDKFIPKRIIIIARYYRHSGFLEVNSASRVLDAESDORKVNVP 239 O B 1
562 TEPEEVSIEDSAQSDLKEVMVLNATESEFVYEPKE-QOKK-MFHATVATENEVFRVEVFNIDLKEKFTPKRKIIAIANYVCRNGFLEVYPFTLVADVNADRNMEIP 672
438 NVPKEPAKEEDHHHGPKQVMVLKVTEPFTYDLKE-DKR-MFHATVATETEFFRVEVFDTALKSKFIPRNITATSDYFGCNGFLEIYRASCVSDVNVNPTMVIS 538
244 KLLKESFEGDGYHKGPRQVVALKATKLFTYDSIK-SKK-MFHATVATDTEFFRVMVFEENLEKKFIPGNTIALSDYFGMYGSLAIHEYSSVSEVK-SQNKEDS 343
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316 NSIIRNANASPKICDIQ}GTSGAV'.E‘YGVFTLHK](TV’NRH\TTIYEIBDGSGSIEWGSGKWI—ININCKEGDKLHLFCE‘HLKTID RQPKLVCGEHSFIKISKR—— 415

146 KNIIRSAKETLKISKIKELDSGTLIYGVFAVERKKVNDKSITFKIKDNEDNIKVVWDKEQHNINYEKGDKLQLFSFHLREKGN-GKPILHSGNHSFIKGE---- 243
292 NKIINRAKETLKIDILHKQASGNIVYGVEMLHRRKTVNQKTTIYEIQDDRGKMDVVGTGQCHNIPCEEGDKLOQLFCFRLREKKN-OMSKLISEMHSFIQIK---- 389
240 LNIIRKAGETPKINTLOTQPLGTIVNGLEVVQRKVIEKKKNILFDLSDNTGKMEVLGVRNEDTMKCKEGDKVRLTFFTLSKNG-EKLQLTSGVHSTIKVIKAKK 341 0B2
663 KGLIRSASVTPKINQLCSQTKGSFVNGVEEVHKKNVRGEFTYYEIQDNTGKMEVVVHGRLTTINCEEGDKLKLTCFELAPKSGNTGELRSVIHSHIKVI---- 761

539 NTLRQRANATPRISYLFSQARGTFVSGEYLVNRKTERNKFIYYGIGDDTGKMEVVVYGRLTNVRCEPGSKLRLVCFELTSTE-DGWQLRSVRESYMOVINARK 640
344 SSSDERLIEHLKICDLHLQTKERLVDGEFKVYRKSTGNNCICYGIWDDTGAMKVVVSGOLTSVNCEIGNTIRLVCFELTSNA-DEWFLRSTRYSYMEVIMPEK 445

Figure S1 Sequence alignment of selected HIN domains. Secondary structure elements of p204 HIN1 are drawn in

proportionontop of p204 HIN1 sequence. Coloring scheme is the same as in Figure 1A. Identical and highly similar

residues are shaded in gray and residues that contact DNA in crystal structures are colored in blue. H1: HIN1; H2:

HIN2.

Figure S2 Superposition of p204 HIN1 with PDB ID 5YZP. p204 HIN1 is colored and oriented in the same way as

in Figure 2B. 5YZP is colored in brown. Red arrowhead points to OB1L12, the most prominent deviation between

the two structures.



