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This is a document containing supplemental figures for the “Comparison of Quantitative Trait Loci Methods:
Total Expression and Allelic Imbalance Method in Brain RNA-seq” manuscript. All riskSNPs present in the
main manuscripts table 1 is presented on a separate page in a similar location plot as figure 3 in the main
manuscript.
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Figure S3-1. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-2. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-3. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs2905426 Versus 200kb region

Cu
st

om
Tr

ac
k MEFx,BORCS8

0.0168606

RFXANK

0.272015

NR2C2AP

0.402666

NCAN

8.13755e−05

HAPLN4

4.44659e−18

TM6SF2

1

SUGP1

0.000452394

MAU2

0.00218885

GATAD2A

5.71873e−06

TSSK6

1

YJEFN3

0.136976

CILP2

1

An
no

ta
tio

nT
ra

ck

10 11

122

3 4 5 6 7 8 9

G
en

eR
eg

io
nT

ra
ck

TM6SF2

BORCS8

BORCS8

YJEFN3

RFXANK

RFXANK

NR2C2AP

GATAD2A

RFXANK

NCAN MAU2

NDUFA13

GATAD2A

HAPLN4

PBX4

TSSK6

RFXANK

CILP2

SUGP1

NR2C2AP

YJEFN3MIR640 PBX4

 

19.3 mb 19.4 mb 19.5 mb 19.6 mb

Chromosome 19

Figure S3-4. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-5. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-6. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-7. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-8. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-9. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-10. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-11. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-12. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-13. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-14. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-15. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-16. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-17. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-18. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-19. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-20. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-21. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-22. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-23. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-24. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-25. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-26. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-27. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-28. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-29. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-30. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-31. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-32. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-33. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-34. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-35. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-36. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-37. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-38. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-39. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-40. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs11191419 Versus 200kb region

Cu
st

om
Tr

ac
k TRIM8

0.216537

ARL3

0.145497

SFXN2

1

WBP1L

0.0181157

AS3MT,BORCS7,BORCS7−ASMT

1.13723e−07

CNNM2

0.0342993

An
no

ta
tio

nT
ra

ck

1 2 3

4

5 6

G
en

eR
eg

io
nT

ra
ck

CYP17A1

WBP1L

BORCS7

ARL3 CNNM2

WBP1L

AS3MT

TRIM8

BORCS7

SFXN2

CNNM2

CNNM2

BORCS7−ASMT

 

104.5 mb 104.6 mb 104.7 mb 104.8 mb

Chromosome 10

Figure S3-41. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP chr5_140143664_I Versus 200kb region

Cu
st

om
Tr

ac
k SLC35A4

0.936574

CD14

0.377687

TMCO6

1

NDUFA2

0.129272

IK,MIR3655

0.312019

WDR55

0.0581926

HARS

0.27639

HARS2

1

ZMAT2

3.05079e−08

PCDHA1,PCDHA2,PCDHA3,PCDHA4,PCDHA5,PCDHA6,PCDHA7,PCDHA8,PCDHA9,PCDHA10,PCDHA11,PCDHA12,PCDHA13,PCDHAC1

0.123328

An
no

ta
tio

nT
ra

ck

1 102 3

4

5

6

7 8 9

G
en

eR
eg

io
nT

ra
ck

CD14
CD14
CD14
CD14

NDUFA2

HARS

HARS
HARS

HARS2

HARS2

HARS
HARS
HARS

TMCO6

TMCO6

HARS
NDUFA2

APBB3
IK

HARS2

PCDHA9WDR55

TMCO6

PCDHAC1

PCDHA1

PCDHA10

PCDHA11

PCDHA12

PCDHA13

PCDHA2

PCDHA3
PCDHA4

PCDHA5

PCDHA6

PCDHA7
PCDHA8

PCDHA1

PCDHA1
PCDHA2
PCDHA2

PCDHA3

PCDHA4

PCDHA5

PCDHA6

PCDHA6
PCDHA7

PCDHA8

PCDHA9

PCDHA10

PCDHA10

PCDHA11

PCDHA12

PCDHA13

PCDHAC1

SLC35A4

APBB3
APBB3
APBB3

ZMAT2

DND1
VTRNA1−1

VTRNA1−2

VTRNA1−3

NDUFA2

MIR3655

 

140 mb 140.1 mb 140.2 mb 140.3 mb

Chromosome 5

Figure S3-42. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-43. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-44. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-45. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-46. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-47. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-48. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-49. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP rs10043984 Versus 200kb region

Cu
st

om
Tr

ac
k CDC23

0.355486

FAM53C

0.00135195

KDM3B

0.0153942

REEP2

0.0698521

EGR1

0.316407

ETF1

0.0918047

HSPA9,SNORD63

2.90105e−05

An
no

ta
tio

nT
ra

ck

1 2

3

4 5 6 7

G
en

eR
eg

io
nT

ra
ck

FAM53C

ETF1

REEP2

ETF1CDC25C

CDC25C

ETF1

ETF1

GFRA3

CDC25C

EGR1

HSPA9

CDC23

ETF1

KIF20A

KDM3B

FAM53C

REEP2

CDC25C

SNORD63

REEP2

REEP2
 

137.6 mb 137.7 mb 137.8 mb 137.9 mb

Chromosome 5

Figure S3-50. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-51. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-52. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-53. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-54. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-55. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-56. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-57. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-58. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-59. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-60. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-61. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-62. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-63. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-64. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.


