Allelic Imbalance in SZ (Supplemental Material 3)

This is a document containing supplemental figures for the “Comparison of Quantitative Trait Loci Methods:
Total Expression and Allelic Imbalance Method in Brain RNA-seq” manuscript. All riskSNPs present in the
main manuscripts table 1 is presented on a separate page in a similar location plot as figure 3 in the main
manuscript.



riskSNP rs11191419 Versus 200kb region
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Figure S3-1. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.




riskSNP rs12887734 Versus 200kb region
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Figure S3-2. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP chr5_140143664_| Versus 200kb region
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Figure S3-3. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP 152905426 Versus 200k region
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Figure S3-4. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs7523273 Versus 200kb region
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Figure S3-5. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs6670165 Versus 200kb region
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Figure S3-6. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs8082590 Versus 200kb region

ToM1L2 LRRC48 ATPAF2 GID4 DRG2 MYO15A ALKBHS LLGL1 FLII
2.752010-24 0.0829687 0895173 0334803 0.0393739 0163119 0000984602 0.0481039 00437552
°
.
°
°
° ° e ®
° ° i i °
° 4 °
e - ° ° - o - - LN oo o YRS P )
. .
oncz Ak wau

ATear2

a4 wvotsA

oRca

7.8 mi 179 mb

| |

o

i

Figure S3-7. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs4702 Versus 200kb region
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Figure S3-8. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs8042374 Versus 200kb region
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Figure S3-9. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP 15140505938 Versus 200kb region
HIST2H2BE HIST2H2AC

BOLAT sv2A SFaB4 MTMRI1 orup7e VPsas PLEKHO1 ANP32E CcAl4
0.400862 ' 0.0288502 0.287685 0.95630 0255334 0.0365611 0.00372531 0.192128 3.388260-06 051220
.
.
.
e .
. ° ° ‘
. . . .
® oo |

Figure S3-10. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.




riskSNP rs2535627 Versus 200kb region
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Figure S3-11. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs6002655 Versus 200kb region
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Figure S3-12. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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riskSNP rs10791097 Versus 200kb region
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Figure S3-13. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



Figure S3-14. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



risk SNP rs11210892 Versus 200kb region
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Figure S3-15. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.




riskSNP rs6434928 Versus 200kb region
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Figure S3-16. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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riskSNP rs12826178 Versus 200kb region
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Figure 83-17. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.




riskSNP rs4523957 Versus 200kb region
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Figure S3-18. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs8044995 Versus 200kb region
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Figure S3-19. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.




riskSNP rs10043984 Versus 200kb region
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Figure S3-20. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.




risk SNP rs55833108 Versus 200kb region
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Figure S3-21. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs1339227 Versus 200kb region
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Figure S3-22. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.




riskSNP rs56205728 Versus 200kb region
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Figure S3-23. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



risk SNP chr3_180594593_1 Versus 200kb region
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Figure S3-24. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs832187 Versus 200kb region
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Figure S53-25. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs324017 Versus 200kb region
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Figure S3-26. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP chr1_8424984_D Versus 200kb region
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Figure S3-27. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.




riskSNP rs6704768 Versus 200kb region
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Figure S53-28. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.




riskSNP rs9420 Versus 200kb region
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Figure S3-29. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs3849046 Versus 200kb region
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Figure S3-30. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.




riskSNP rs12325245 Versus 200kb region
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Figure S3-31. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-32. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs7893279 Versus 200kb region
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Figure S3-33. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



risk SNP rs10803138 Versus 200kb region
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Figure S3-34. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.
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Figure S3-35. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs7267348 Versus 200kb region
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Figure S3-36. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP chr7_2025096_1 Versus 200kb region
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Figure S3-37. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs6065094 Versus 200kb region
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Figure S53-38. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs9841616 Versus 200kb region
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Figure S3-39. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP chr7_24747494_D Versus 200kb region
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Figure S3-40. riskSNP-centric plot for DLPFC similar to figure 3 in the main manuscript.



riskSNP rs11191419 Versus 200kb region
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Figure S3-41. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-42. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP rs10791097 Versus 200kb region
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Figure S3-43. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP rs6434928 Versus 200kb region
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Figure S3-44. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP rs9607782 Versus 200kb region
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Figure S3-45. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP 1555661361 Versus 200kb region
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Figure S3-46. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure

S3-47. riskSNP-centric plot for Hippocampus similar to figure 3 in the

main manuscript.



riskSNP rs6002655 Versus 200kb region
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Figure S3-48. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-49. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP rs10043984 Versus 200kb region
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Figure S3-50. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP rs3849046 Versus 200kb region
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Figure S3-51. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.




risk SNP rs55833108 Versus 200kb region
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Figure S3-52. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP rs9420 Versus 200kb region

SMTNL1 UBE2L6 SERPING1 YPEL4 CLP1 ZDHHC5 CTNND1,TMX2,C11:
1 0.247213 0.847898 1 1 0.754411 0.00029686
[ ]
L]
[ ]
° [ ] Y - ® )
B 95 © 7
2
SERPINGT MIRI30A +  CLPY TMX-CTNNDT
Eile SERPNG! Pele w " 20lcs it cTNND!
Bite cuet MED1S SELENOH B+ GINNDI
Thnee EINND1
T ETNND
Tixs EINND1
BTBOB
cINND
EINND
EINND
EINNDI
EINND
EINND
INND
EINND
ETNND
INND
EINND
ETNNDY
INNDY
EINND1
ETNNDY
EINND1
EINND1

57.4mb 57.5mb 57.6 mb 57.7mb

Figure S3-53. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure S3-54. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP rs832187 Versus 200kb region
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Figure S3-55. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



risk SNP rs10803138 Versus 200kb region
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Figure S3-56. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP rs12887734 Versus 200kb region
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Figure S3-57. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP chr1_8424984_D Versus 200kb region
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Figure S3-58. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP rs9841616 Versus 200kb region
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Figure S3-59. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP rs12826178 Versus 200kb region
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Figure S3-60. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.
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Figure

53-61. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.




riskSNP rs8082590 Versus 200kb region
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Figure S3-62. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP chr7_24747494_D Versus 200kb region
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Figure S3-63. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



riskSNP 15324017 Versus 200Kkb region
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Figure S3-64. riskSNP-centric plot for Hippocampus similar to figure 3 in the main manuscript.



