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Maximum read length (bp) 51,996

N50 ( bp) 11,828

12,500 25,000 37,500 50,000
Subread length (bp)

C D E
. 1.0- g 0.204 ™ Unclassified
o ,
° - m Simple repeats -
© fe)
o ° ® 0.151
—_ .-9 -—
S 5 8 . 3
N— T) o
5 2 095 o 2 0.10-
c ° > 8 o
g 6 5 ° g =
3- g 2 5
e : o
g 5 8 o 0.054
o ; m
i g : :
8
0' O i T Q 1

Placed Not placed Placed Not placed Placed Not placed

Supplemental Figure S1. Stats of PacBio raw reads and not placed contigs. (4) PacBio raw sub-reads statistics. (B) PacBio raw
reads length distribution. (C) length, (D) lower-quality nucleotides ratio, and (E) repetitive element types of placed and not placed
contigs on the N2 genome. Black horizontal bars represent median values.



