
T26H2.12
T26H2.4
F21D9.5
F21D9.11
F21D9.4
F13E9.16
F21D9.3
F21D9.2
F21D9.1
F55C9.1
F55C9.6
F55C9.7
F55C9.14
F55C9.8
F55C9.10
C43D7.10
C43D7.8
C43D7.11
C43D7.9
C43D7.12
C43D7.2
C14B4.2
C14B4.t1
C14B4.t1
Y45F3A.6
R13D7.5
Y43F8A.2
Y43F8A.3
Y43F8A.4
Y43F8A.5
Y43F8A.t1
C25F9.8
C25F9.t1
C25F9.t4

T26H2.12
T26H2.4
T26H2.3
F21D9.5
F21D9.11
F21D9.4
B0280.6
F21D9.1
F21D9.8
F55C9.1
F55C9.3
F55C9.4
F55C9.5
F55C9.12
F55C9.4
F55C9.4
C43D7.12
F55C9.14
F55C9.13
F55C9.8
F55C9.10
F55C9.15
F55C9.15
ZC239.1
C14B4.2
Y43F8A.2
Y43F8A.3
Y43F8A.4
C25F9.8
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Supplemental Figure S12. (A) Gene lists of the internal and subtelomeric region. Blue genes are common between the internal
and subtelomeric region; black genes are specific to one region; red genes have a homologue in another chromosome. (B)
Haplotype block of reference N2 and 151 wild strains


