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Supplemental Figure SS5. Alignment and structural variations between N2 and CB4856 chromosomes. (4-G) Dot plots
showing alignment between Chr Is (4), Chr IIs (B), Chr IlIs (C), Chr IVs (D), Chr Vs (E), Chr Xs (F), and mitochondrial
genomes (G) of N2 and CB4856 strains. Red: forward strand matches; Blue: reverse strand matches; Arrows: extreme break

points.



