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Supplementary figure 1. Location of TRIM32-related myopathy mutations. (A) TRIM32
encodes a 653 amino acid protein, which comprises a RING, B-box and coiled-coil domain in
addition to six NHL repeats at the C-terminal. Mutations associated with TRIM32-related
myopathy, including the Hutterite LGMD2H founder mutation p.Asp487Asn (D487N), reside in
the NHL repeat region. Smaller case numbers above the linear protein represent the amino acid
residues. Larger deletions of TRIM32 and frameshift mutations have also been reported. (B)
Position of the TRIM32 variants identified for the nine TRIM32-related myopathy patients in this

study. All detected variants reside in the coiled-coil, intervening and NHL repeat domains.



