
S1 Table: Characteristics of the genome-wide association studies of 25(OH)D  

Study Trait Population No of 

Discovery 

cohorts 

No of 

Discovery 

participants 

No of 

Recovery 

cohorts 

No of 

Recovery 

participants 

N (total) N(%) of 

participants 

that were 

female 

Manousaki et 

al 2017[1] 

25[OH]D European 2 2,619 17 39,655 42,274 39.5 

Jiang et al 

2018[2] 

25[OH]D European 31 79,366 2 42,757 122,123 NA 

O’Seaghdha 

et al 2013[3] 

Calcium European 19 39,400 11 21,875 61,275 0 

NA: data on proportion of males and females not provided 
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