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Appendix.3 The expressions of INcCRNAs vs mRNAs
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The Comparison of Isoform of IncRNAs and mRNAs
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Appendix.3   The expressions of lncRNAs vs mRNAs


The interactive analysis of the IncRNAs and mRNAs
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Significant
+ IncRNA_up regulated: 186
IncRNA_down regulated:180
mRNA_up regulated:1188
v mRNA_down regulated:2078
= unchange:26016

Significant
¢ IncRNA_up regulated:186
IncRNA_down regulated:180
mRNA_up regulated:1188
v mRNA_down regulated:2078
= unchange:26016



Appendix.7 The ncRNAs and mRNAs network related figures |
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