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a
Datasets MSI MSS Patform PubMed_ID
GSE13067 N=11 N=63  GPL570 Affymetrix Human Genome U133 Plus 2.0 Array PMID:19088021
GSE13294 N=78 N=77  GPL570 Affymetrix Human Genome U133 Plus 2.0 Array PMID:19088021
GSE18088 N=19 N=34  GPL570 Affymetrix Human Genome U133 Plus 2.0 Array PMID:21465190
GSE24551 N=21 N=110 GPL5175 Affymetrix Human Exon 1.0 ST Array PMID:21619627
GSE26682 N=18 N=119 GPL96 Affymetrix Human Genome U133A Array PMID:21300766
GSE39084 N=16 N=54  GPL570 Affymetrix Human Genome U133 Plus 2.0 Array PMID:25083765
GSE41258 N=44 N=166 GPL96 Affymetrix Human Genome U133A Array PMID:19359472
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Datasets Patient number Platform
GSE14333 N=290 GPL570 Affymetrix Human Genome U133 Plus 2.0 Array
GSE17536 N=232 GPL570 Affymetrix Human Genome U133 Plus 2.0 Array
GSE33113 N=90 GPL570 Affymetrix Human Genome U133 Plus 2.0 Array
GSE39582 N=566 GPL570 Affymetrix Human Genome U133 Plus 2.0 Array
GSE24551 N=160 GPL5175 Affymetrix Human Exon 1.0 ST Array
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Figure.S3
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