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LELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDXYREKQNLIDDMERHREECTREDDKSKEGTSYCNMCKDKCKKYCECVKKWKSEWENQKNK-YKDLYQQ-KNETSSSSKNTSRYDDYVKEFFXKLKG

2%0 ZéO ZéO 360 310 3&0 3&0 3AO 3%0 3é0 3%0 3é0 3é0

LELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDGMERHREECTREDDKCKEGTSYCNMCKEKHTKYCECVKKWKTEWENQKNK-YKDLYQQ-ENETSQ--KNTSRYDDYVKEFFKNFKG
LELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDGMERHREECTREDDKCKEGTSYCNMCKEKHTKYCECVKKWKTEWENQKNK-YKDLYQQ-ENETSQ--KNTSRYDDYVKEFFKNFKG
LELCRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDLYREKQNLIDDMERHREECTRKNVDSKEGTSYCSTCKDKCKKYCECVKKWKTEWENQENK-YKDLYKKDKRKKSS-AKHASRYDDYVKDFFEKLNE
LELCRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDDMERHREECTSEDHKCKEGTSYCSTCKDKCKKYCECVKKWKTEWENQKNK-YTELYEQ-ENETSSSSKKKSRYDDYVKDFFKKLNE
LELFRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDLYREKQNLIDDMERHREECTREDDKCKEVTSYCNMCKDKCKKYCECVKKWKSEWENQKNK-YKDLYQQNKNETSSSSKNASRYDDYVKDFFKKLEA
LELFRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDLYREKQNLIDDMERHREECTREDDKCKEVTSYCNMCKDKCKKYCECVKKWKSEWENQKNK-YKDLYQQNKNETSSSSKNASRYDDYVKDFFKKLEA
LELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDLYREEQNLIDDMERHREECTREDDKCKEVTSYCNMCKEKHTKYCEFVNKWKTEWENQKNK-YKDLYQQ-ENETSSSPKKKSRYDDYVKEFFEKLKG
LELCRKCGHYEGKVPTYLDYVPQFLRWLTEWIEDFYREKQNLIDDMERHREECTRKNVESKEGTSYCSTCKDKCKKYCECVKKWKTEWENQKNK-YNDLYQQE-NETSSSSKKKSRYDDYVKEFFKNFKG
LELCRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDDMERHREECTSEDHKCKEVTSYCTNCKEKCKKYCECVKKWKSEWKNQENK-YKELYEQ-ENKTSSSSKKKSRYDDYVKDFFKKL-E
LELCRKCGHYEGKVPTKLDYVPQFLRWLTEWIEDLYREKQNLIDDMERHREECTSEDHKSKEVTSYCSTCKDKCKKYCECVKKWKTEWENQKNK-YTELYEQ-ENETS--QKNTSRYDNYVKEFFKNFKG
LELCRKCGHYEEKVPTYLDYVPQFLRWLTEWIEDFYREKQNLIDDMERHREECTREDHKSKEVTSYCNMCKEKHTKYCECVKKWKSEWKNQENK-YKDLYEQNKNKTSSSSKNTSRYDDYVKEFFEKL-E
LELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDGMERHREECTRKNVESKEGTSYCTNCKEKCKKYCEYVNKWKSEWENQKNK-YNDLYQQE-NKTSSSSKKKSRYDDYVKEFFKNFKG
LELCRKCGHYEEKVPTQLDYVPQFLRWLTEWIEDFYREKQNLIDDMERHREECTREYDKCKEGASYCNMCKDKCKKYCECVKKWKSEWENQKNK-YKDLYQQNKNKTSSSSKNTSRYDNYVKEFFEKLNE
LELCRKCGHYEEKVPTKLDYVPQFLRWMDEWVEGFCRKRQNIIDRLEYYCEKCNQGKDNCVNSTTENSACKDKCKKYCECVKKWKSEWENQKNK-YTELYEQNKNKTSSSPKKKSRYDDYVKEFFEKLNE
LELFRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDLYREEQNLIDDMERHREECTREYDKSKEGTSYCSTCKEKCKKYCEFVNKWKSEWENLKNK-YKELYEQ-ENKTSSSSKNTSRYDDYVKEFFKKLKG
LELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDLYREEQNLIDDMERHREECTSEDHKCKEVTSYCSTCKEKHTKYCEYVNKWKSEWKNQKNK-YKELYEQNKNKTSSSAKHASRYDDYVKDFFEKLNE
FELCRKCGHYEGKVPTKLDYVPQFLRWLTEWIEDLYREKQNLIDDMERHREECTRKYVESKEVTSYCNMCKDKCKKYCECVKKWKSEWENQENK-YKDLYQQNKNKTSSSSKNTSRYDDYVKEFFEKLNE
LELCRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDLYRGKQNLIDDMERHREECTRKNVESKEGTSYCNMCKEKHTKYCECVKKWKSEWENQKNK-YKDLYQQ---ENETSQKNTSRYDNYVKEFFKNFKG
LELCRKCGHYEKEVPTKLDYVPQFLRWLTEWIADLYREKQNLIDDMERHREECTSEDDKCKEGTSYCNMCKEKHTKYCECVKKWKTEWENQENK-YKDLYQQE-NETSSSSKNTSRYDDYVKEFFKNFKG
LELCRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDLYRGKQNLIDDMERHREECTRKNVESKEGTSYCNMCKEKHTKYCECVKKWKSEWENQKNK-YKDLYQQ---ENETSQKNTSRYDNYVKEFFKNFKG
LELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDLYREKQNLIDGMERHREECTREDDKSKEVTSYCNMCKDKCKKYCECVKKWKTEWENQKNK-YKDLYQQNKNKTSSSSKNTSRYDDYVKEFFEKLNE
LELCRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDLYREKQNLIDDMERHREECTSEDHKSKEVTSYCSTCKDKCKKYCECVKKWKSEWENQKNK-YKDLYEQ-ENETSSSSKKKSRYDDYVKDFFENFKG
LELCRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDLYREKQNLIDDMERHREECTSEDHKSKEVTSYCSTCKDKCKKYCECVKKWKSEWENQKNK-YKDLYEQ-ENETSSSSKKKSRYDDYVKDFFENFKG
LELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDLYREEQNLIDGMERHREECTSQDDKSNEGTSYCTNCKDKCKKYCECVKKWKTEWENQKNK-YNDLYQQKKNETSSSSKKKSRYDDYVKEFFEKLEV
LELFRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDGMERHREECTSEDHKSKEGTSYCNMCKDKCKKYCECVKKWKTEWENQENK-YKDLYEQNKNKTSSSSKNTSRYDDYVKEFFEKLKG
LELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDLYREKQNLIDDMERHREECTRKYVESNEGTSYCNMCKEKHTKYCECVKKWKSEWENQKNK-YKDLYQQENETSSSSKNT-SRYDNYVKEFFKNFKG
LELFRKCGHYEKEVPTKLDYVPQFLRWVDEWVEGFCRKRQN I IDRLEENCKKYKEGNNNCVNGTTENSACKDQCVKYCTFIRNRKNHWEEQKKKKYKSLYQDAVGSSDSSLYVPSSVDDNVKEFFEKLKG
LELCRKCGHYEKEVPTKLDYVPQFLRWMDEWVEGFCRKRQNIIDRLEYYCEKCNQGKDNCVNGTTENSACKDQYVKYCTFIRNRKNHWEEKKEK-YDYLYKSANESSDSSLYVPSSVDDNVKEFFEKLKG
LELCRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDDMERHREECTREDDKCKEGTSYCNMCKEKHTKYCECVKKWKTEWENQENK-YTELYEQNKNKTS--QKNTSRYDDNVKEFFEKLKG
LELCRKCGHYEEKVPTKLDYVPQFLRWMDEWVEGFCRKRQNIIDRLEYYCEKCNQGKDNCVNSTKENSACKVQCGKYLTFIKNKNKEWEQQKEK-YDYLYKSANESSDSSLYINSSVDDNVTDFLKQLKG
LELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDLYREKQNLIDDMERHREECTSEDHKSKEGASYCNMCKDKCKKYCECVKKWKSEWENQKNK-YKDLYQQ-ENETSSSSKKKSRYDDYVKEFFKKLNE
LELCRKCGHYEGKVPTKLDYVPQFLRWLTEWIEDLYREKQNLIDDMERHREECTREYDKCKEVTSYCNMCKEKCKKYCECVKKWKTEWENQENK-YNDLYKKD-KRKKSSAKHASRYDNYVKEFFEKLKG
LELCRKCGHYEGKVPTYLDYVPQFLRWLTEWIEDFYREKQNLIDDMERHREECTSEDHKSKEVTSYCSTCKEKHTKYCECVKKWKSEWENQKNK-YTELYEQ-ENETSSSSKNTSRYDDYVKEFFKNFKG
LELCRKCGHYEGKVPTKLDYVPQFLRWLTEWIADLYREKQNLIDDMERHREECTREDHKSKEGASYCNMCKEKHTKYCECVKKWKTEWENQKNK-YNDLYQQE-NETSSSSKKKSRYDDYVKDFFENFKG
LELFRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDGMERHREECTSEDDKSKEVTSYCNMCKDKCKKYCECVKKWKTEWENQKNK-YKDLYEQNKNKTSSSSKKKSRYDDYVKEFFKNFKG
LELCRKCGHYEGKVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDDMERHREECTSEDDKSKEGASYCNMCKDKCKKYCECVKKWKSEWENQKNK-YKDLYQQ-ENETSSSSKKKSRYDNYVKDFFENFKG
LELCRKCGHYEGKVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDDMERHREECTRKYVECKEGTSYCNMCKEKHTKYCECVKKWKTEWKNQKNK-YKDLYEQNKNETSSSPKKKSRYDDYVKEFFKKLNE
LELFRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDLYREKQNLIDDMERHREECTREDDKCKEGTSYCSTCKDKCKKYCECVKKWKSEWENQKNK-YKDLYEQNKNKTSSSSKKKSRYDNYVKEFFEKLNE
LELFRKCGHYEGKVPTKLDYVPQFLRWLTEWIVDFYREKQNLIDDMERHREECTREDHKSKEGTSYCSTCKEKHTKYCEFVKKWKSEWENQKNK-YTELYEQ--NKNKTSQKNTSRYDDYVKEFFKNFKG
LELCRKCGHYEKEVPTKLDYVPQFLRWMDEWVEGFCRKRQSIFDRLEYYCEKCNQGKDNCVNSTTENSACKVQCGKYCTFIKNKNKEWEQQKEK-YDYLYKSANESSDSSLYINSSVDDNVTDFLKQLKG
LELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDDMERHREECTSEDHKSKEGTSYCSTCKDKCKKYCECVKKWKSEWENQKNK-YTELYQQNKNETSQ--KNTSRYDDYVKDFFKKLEA
FELCRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDDMERHREECTREDHKSKEGTSYCSTCKDKCKKYCECVKKWKTEWENQENK-YKDLYEQ--NKNKTSQKNTSRYDDYVKDFFEKLEA
LELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDFYREKQNLIDGMERHREECTRKNVESKEGTSYCTNCKEKCKKYCEYVNKWKSEWENQKNK-YNDLYQQE-NKTSSSSKKKSRYDDYVKEFFKNFKG
LELCRKCGHYEKEVPTKLDYVPQFLRWLTEWIEDLYREKQNLIDDMERHREECTRKNVDSKEGTSYCSTCKDKCKKYCECVKKWKTEWENQENK-YKDLYKKDKRKKSS-AKHASRYDDYVKDFFEKLNE
LELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDLYREEQNLIDDMERHREECTRKNVESNEGASYCNMCKEKHTKYCECVKKWKSEWENQKNK-YTELYEQ---ENETSQKNTSRYDDYVKDFFEKLKG
LELCRKCGHYEEKVPTKLDYVPQFLRWLTEWIEDLYREEQNLIDDMERHREECTRKNVESNEGASYCNMCKEKHTKYCECVKKWKSEWENQKNK-YTELYEQ---ENETSQKNTSRYDDYVKDFFEKLKG
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DNYSSLDDYIKGDPYSAEYATKLSFILNSSDANNASEEIQKNNDEVCNCNESEISSVEQAQTSGPSSNKTCITHSS- IKANKKKECKDVKLGVRENDKDLKICVIEDTSLSGVENCCXQDLLGILQENCS
460 410 4&0 4&0 4AO 4%0 4é0 4%0 4é0 4é0 560 510 5&0

DNYKSLDDY IKGDPYSKEYVTKLSFILNSSDANTSSEKIQKNNDEVCNCNHS
DNYKSLDDY IKGDPYSKEYVTKLSFILNSSDANTSSEKIQKNNDEVCNCNHS
ANYKSLDDY IKGDPYFAEYATKLSFILNSSDANTSSGETANHNDEACNCNHS
ANYKSLENY IKDDPYSKEYVTKLSFILNSSDTENASEKIQKNNDEVCNPNHS
N-YSSLDDYIKDDPYSAQYVTKLSFILNPSDTENASETPSKYYDEVCNPNHS
N-YSSLDDYIKDDPYSAQYVTKLSFILNPSDTENASETPSKYYDEVCNPNHS
NGYSSANSYVKNDPYSAEYATKLSFILNSSDANTSSGETANHNDEVCNCNHS
DNYSSLDDYIKGDPYFAEYATKLSFILNPSDTENASETPSKYYDEACNPNHS
ANYKSLENY IKDDPYFAEYATKLSFIPNSSDANNPSETPSKYYDEACNPNHS
DNYKSLDDY IKGDPYSAEYATKLSFILNPSDANTSSGETANHNDEACNCNHS
ANYKSLENY IKGDPYFAEYATKLSFILNSSDTENASETPSKYYDEACNCNHS
DNYKSLENYIKGDPYFAEYATKLSFILNSSDTENASETPSKYYDEACNCNHS
ANYKSLDDY IKGDPYFAEYATKLSFILNSSDANTSSEKIQKNNDEVCNCNHS
ANYSSLDDY IKDDPYFAEYATKLSFILNPSDANNPSGETANHNDEACNCNHS
NGYSSANSYVKNDPYFAEYATKLSFIPNSSDTENASEKIQKNNDEVCNPNHS
ANYSSLENY IKDDPYSKEYVTKLSFIPNSSDANNPSGETANHNDEVCNPNHS
ANYSSLDDY IKGDPYFAEYVTKLSFILNSSDTENASEKIQKNNDEACNCNHS
DNYSSLENYIKGDPYFAEYATKLSFILNSSDTENASEKIQKNNDEVCNCNHS
DNYSSLENYIKGDPYSAEYATKLSFILNSSDTENASEKIQKNNDEVCNCNHS
DNYSSLENYIKGDPYFAEYATKLSFILNSSDTENASEKIQKNNDEVCNCNHS
ANYSSLENY IKGDPYSKEYVTKLSFILNPSDANNPSGETANHNDEVCNPNHS

EQAQTSDPSSNKTCITHSS-1KANKKKVCKHVKLGVRENDKDLRVCVIEHTSLSGVENCCFKDFLRILQENCS
EQAQTSDPSSNKTCITHSS-1KANKKKVCKHVKLGVRENDKDLRVCVIEHTSLSGVENCCFKDFLRILQENCS
EHASISDPSSNKTCNTHSS- 1 KANKKKVCKHVKLGVRENDKDLRVCVIEHTSLSGVENCCFKDFLRILQENCS
EQAQTSDPSSNKTCNTHSF-1GANKKKECKDVKLGINNNDKVLKICVIEDDSLRGVENCCFKDLLGILQENCS
EHAQTSDSSSQKACNTHSS-IKTNKKKVCKHVKLGVRENDKDLKICVIEHTSLSGVENCCCQDLLGILQENCS
EHAQTSDSSSQKACNTHSS- I KTNKKKVCKHVKLGVRENDKDLKICVIEHTSLSGVENCCCQDLLGILQENCS
ELAPISGPSSNKTCNTHSS-IKTNKKKECKHVKLGVREKDKDLKICVIEDTSLSGVENCCFKDFLRMLQENCS
EQAQTSGPSSNKTCITHSS-I1KTNKKKECKDVKLGVRENDKDLKICVIEDTSLSGVDNCCFKDLLGILQENCS
GQAQTSGPSSNKTCITHSS-IKTNKKKVCKHVKLGINNNDKDLKICVIEDTSLSGVENCCFKDFLRMLQENCS
GQAQISDRLSQKACNTHSF-IGANKKKECKDVKLGVHENDKVLRVCVIEDDSLRGVDNCCCQDFLRMLQENCS
GQAQTSDRLSQKACNTHSF-IGANKKKECKDVKLGVRENDKDLKICVIEHTSLSGVENCCCQDLLGILQENCS
GQAQTSGPSSNKTCITHSS-IKTNKKKECKDVKLGINNNDKVLRVCVIEDTSLSGVDNCCCQDLLGILQENCS
GQAQTSCPSSNKTCITHSS-IKANKKKECKDVKLGVREKDKVLKICVIEDDSLRGVENCCFKDLLGILQENCS
EQAQTSGSSSNKTCITHSS-1KANKKKECKDVKLGINNNDKDLKICVIEDTSLSGVDNCCFKDFLRMLQENCS
ELAQTSDSSSQKACITHSF-1KANKKKECKDVKLGINNNDKDLKICVIEHTSLSGVENCCCQDLLGMLQENCS
EHAQTSVLLSQKAYITHSS-1KANKKKVCKYVKLGVRENDKDLKICVIEDDSLRGVENCCFKDFLRILQENCS
EQEQISGSSSNKTCNTHSS- 1 KANKKKECKDVKLGVREKDKVLRVCVIEDDSLRGVENCCCQDLLGMLQENCS
EQEQISGPSSNKTCNTHSS- I KTNKKKECKHVKLGINNNDKDLKICVIEDDSLRGVENCCFKDFLRILQENCS
EQAQTSGSSSNKTCITHSS-I1KANKKKECKDVKLGINNNDKDLKICVIEDTSLSGVDNCCFKDFLRILQENCS
EQEQISGPSSNKTCNTHSS-IKTNKKKECKHVKLGINNNDKDLKICVIEDDSLRGVENCCFKDFLRILQENCS
EHAQTSGSSSNKTCITHSS-1KTNKKKVCKHVKLGVRENDKDLKICVIEDTSLSGVENCCCQDLLGILQENCS
DNYSSLDDYIKDDPYFAEYVTKLSFILNSSDTENASEKIQKNNDEACNSNHS GQAQTSCPSSNKTCITHSS-IKANKKKVCKDVKLGVRENDKVLRVCVIEHTSLSGVENCCCQDLLGILQEPRI
DNYSSLDDYIKDDPYFAEYVTKLSFILNSSDTENASEKIQKNNDEACNSNHSGI GQAQTSCPSSNKTCITHSS-IKANKKKVCKDVKLGVRENDKVLRVCVIEHTSLSGVENCCCQDLLGILQEPRI
N-YLSLDDYIKDDPYSAEYGKLLKFD----- NTNAFKESITCNKNVCSCSGNEKL I I|SEGSS|ISSCSFGTSSSYQSSIITSNKRKECKQ IKFSGNKNNMNINICSTQDEKLL--VK--LEELLKSFCNTCD
NGYSSANSYIKNNPYSAEYGKLLKFD----- GPDAFIESPTYYNNVCCCSTPEKSAKITDGSSICSSSFGTSFSYENS-VTSNKRKECKQ IKFSGNKNNMNINICSTQDNNLL--VE--FQELLKSFCNISG
DNYSSLDDYIKGDPYSSEDGKLLIFD----- NTNAFITESPTYYNNVCCCSTPEKSAK|TDGSSICSSSFGTSFSYQSSIITSKKRNECAQIKFSGNKNNMNINICSTQDNNLL--VE--FQELLKGFCDTCD
NGYSSANSYVKNNPYSAEYGKLLKFD----- GPDAFIESPTYYNNVCCCSTPEKSAK|THGSSISSSSFGTSFSYENS-VTSNKRKECKQIKFSGNKNNMNINICSTQDEKLL--VK--LEDLLKGFCDTCD
NGYSSANSYIKNNPYSAEYGKLLIFD----- NTNAFKESITENKNVCSCSGNEKL I IISEGSSISSRPFGTSFSYENS-VTSNKRKECKQIKFSGNKNNMNINICSTQDEKLL--VK--LEDLLKGFCNISG
NGYSSANSYVKNNPYSSEDGKLLKFD----- NTNAFKESITCNKNVCSCSGNEKL I ISEGSLISSSSFGTSSSYQSSIITSKKRNECAQIKFSGNENNMNIKICSTQDNNLL--VK--LEDLLKGFCDTCD
NEYSSANSYVKNNPYSSEDGKLLKFD----- NTNAFKESITCNKNVCSCSGNEKL I IISEGSSISSSSFGTSFSYENS-VTSNKRKECKQ IKFSGNKNNMNIKICSTQDNNLL--VK--LEDLLKGFCDTCD
ANYSSLENY IKDDPYSKEYVTKLSFIPNSSDANTSSEKIQKNNDEVCNPNH EQAQTSGPSSNKTCITHSS-1KANKKKECKDVKLGVRENDKDLKICVIEDTSLSGVDNCCCQDLLGILQENCS
NGYSSANSYVKNDPYSKEYVTKLSFILNPSDANNPSGETANHNDEACNPNE GQAQTSDRLSQKACITHSF-IGANKKIVCKDVKLGVREKDKDLKICVIEDDSLRGVENCCFKDLLGILQENCS
DNYKSLDDYIKGDPYSAEYVTKLSFIPNSSDANNPSEKIQKNNDEVCNCN GQASISDPSSNKTCNTHSS- I KANKKKVCKDVKLGVRENDKVLKICVIEHTSLRGVDNCCFKDLLGILQEPRI
DNYKSLDDYIKDDPYSKEYTTKLSFILNSSDANTSSGETANHNDEACNCN GQAQTSGPSSNKTCITHSF-IKANKKKVCKDVKLGVRENDKVLRVCVIEDTSLSGVDNCCCQDLLGILQENCS
DNYKSLDDYIKGDPYFAEYATKLSFILNSSDANNPSGETANHNDEVCNPN GQAQTSDPSSNKTCNTHSS- IKANKKKVCKHVKLGINNNDKVLRVCVIEDTSLSGVENCCFKDLLGILQENCS
DNYSSLDDY IKDDPYSKEYTTKLSFILNSSDANTSSEKIQKNNDEVCNPN EQAQTSRPSSNKTCITHSS-1KANKKKVCKDVKLGVRENDKVLRVCVIEHTSLSGVENCCCQDLLGILQENCS
ANYKSLDDY IKDDPYSAEYATKLSFILNPSDANTSSGETANHNDEVCNCN ELAPISDSSSNKTCITHSF-1GANKKKECKDVKLGVREKDKDLKICVIEDDSLRGVENCCCQDLLGILQENCS
ANYKSLENY IKDDPYSKEYVTKLSFIPNSSDANTSSEKIQKNNDEVCNPN EQAQTSDPSSNKTCITHSS-1KANKKKECKDVKLGVRENDKDLKICVIEHTSLSGVDNCCFKDFLRMLQEPRI1
DNYKSLDDY IKDDPYSAQYTTKLSFILNPSDANTSSEKIQKNNDEACNCN GQAQTSGPSSNKTCITHSS- IKANKKKVCKDVKLGINNNDKVLRVCVIEDTSLSGVDNCCCQDLLGILQENCS
NEYSSANSYIKNNPYSSEDGKLLIFD----- NTNAFITESPTYYNNVCCCST|P KTDGSSSSSSFGTSFSYENS-VTSNKGKECKQIKFSGNKNNMNINICSPPDEKLL--VK--LEDLLKGFCDTCD
N-YSSLENYIKGDPYFAEYATKLSFILNSSDANNPSEKIQKNNDEVCNCN EQEQISDPSSNKTCITHSS-1KANKKKVCKHVKLGVRENDKDLRVCVIEHTSLSGVENCCCQDFLRILQENCS
N-YSSLENYIKGDPYFAEYATKLSFILNPSDANNPSGETANHNDEACNCN GQAQTSGPSSNKTCITHSS-IKTNKKKECKDVKLGVRENDKDLKICVIEDTSLSGVDNCCCQDLLGILQENCS
DNYKSLENYIKGDPYFAEYATKLSFILNSSDTENASETPSKYYDEACNCN GQAQTSGPSSNKTCITHSS-IKTNKKKECKDVKLGINNNDKVLRVCVIEDTSLSGVDNCCCQDLLGILQENCS
ANYKSLDDY IKGDPYFAEYATKLSFILNSSDANTSSGETANHNDEACNCN EHASISDPSSNKTCNTHSS- 1 KANKKKVCKHVKLGVRENDKDLRVCVIEHTSLSGVENCCFKDFLRILQENCS
NGYSSANSYVKDDPYSAEYVTKLSFILNSSDANTSSETPSKYYDEVCNCN GQAQTSGPSSNKTCITHSS-IKTNKKKVCKDVKLGINNNDKVLRVCVIEDTSLSGVDNCCCQDLLGILQENCS
NEYSSANSYVKNNPYSAEYVTKLSFILNSSDANTSSETPSKYYDEVCNCN GQAQTSGPSSNKTCITHSS-IKTNKKKVCKDVKLGINNNDKVLRVCVIEDTSLSGVDNCCCQDLLGILQENCS
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5&0 SAO 51!50 5é0 5}0 SéO 5é0 660 610 6&0 GéO GAO 61!50
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V1_S.pro D-NKRGSSSNGSCNNNNEEACEKNL-DEAPASLHNGYKNQKCKSGTSRSK-KKWIWKKSSGNEKGLQEEYANTIGLPPRTQSLCL--VCLHEK-EGKTQH-KTISTNSELLKEWIITAAFHEGKNLKTSH- 635
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