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Supplementary Figure 1: 

Pairwise gene expression correlations among the 20 candidate genes in the dorsal fin (upper 

diagonal) and the anal fin (lower diagonal). Pearson correlation coefficients (r-values) and p-

values are shown. Blue font highlights significantly (p < 0.01) positive correlations; red font 

highlights significantly (p < 0.01) negative correlations. 

 

 

  



 

 

Supplementary Figure 2: 

Gene expression patterns in elongated fins of the East African cichlid species Neolamprologus 

brichardi and Steatocranus casuarius, mapped onto a regulatory axis involved in fin ray segment 

formation in the zebrafish. The black, dotted lines reflect the regulatory interactions inferred in 

zebrafish. Above these lines, colored symbols indicate statistically significant positive (+) and 

negative (-) expression correlations between genes in the cichlid species (yellow, N. brichardi; 

blue, S. casuarius). Statistically significant gene expression differences between elongated and 

short fin regions in the cichlid species are indicated by the upward and downward arrows next to 

the genes’ names, signifying significantly higher or lower expression levels, respectively, in the 

elongated fin region. Anatomically, fin elongation in N. brichardi is achieved by increasing the 

number, but not the length, of fin ray segments, whereas in S. casuarius, elongated fin rays have 

longer segments than short fin rays.  

 

 

 

 

 

 

 

 



 

 

Supplementary Figure 3: 

Examples of fin ray segments in the elongated and short regions of the dorsal fins of 

Neolamprologus brichardi and Steatocranus casuarius. (A) elongated fin ray of N. brichardi; (B) 

short fin ray of N. brichardi; (C) elongated fin ray of S. casuarius; (D) short fin ray of S. 

casuarius. Arrows mark the segment borders.  

 

 

 

 

 

 

 

 

 

 

 

 


