Data supporting chr6:151786176 (rs6931104)

Score: 1f

Likely to affect binding and linked to expression of a gene target

Human Feb. 2009 (GRCh37/hg13) | cHri151,765,976-151,786,376 (401 bp)
100 hases f———— ——————| hg19
| 151,786,050 151,786,100 151,786,150| 151,F86,200| 151,786,250 151,786,300 151,786,350
Haplotypes to GRChJ 4 Reference Sequence

Patches to GRCh3¥ Reference Sequence
Refseq gene predictions from NCEI

UCSC annotations of Refsgg RNAs (NM_" and NR_")
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Fublications: Sequencgs in Scientific Aricles

Gene Expression in oJ tissues from GTEX RNA-seq of G555 samples (570 donors)
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DNasel Hypersensitivity Clusters if125 cell types from ENCODE (V3]

Transcription Factor ChiP-seq Clusters {181 flactors) from ENCODE with Factorbook Motifs
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simple Nucleotide Polymarphisms (dbpNP 131) Found in >= 1% of Samples

- Repeating Elementg by Repeathdasker

rrotein Binding Filter: I
Method Location Bound Protein “Cell Type  Additional Info - Reference
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ChiP-seq chrb:151786015..151786934 RFX3 K362 20378718

Single nucleotides Filter: _

Method Location Affected Gene ? Cell Type Additional Info Reference
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eQTL chre:131786176..131786177 RMND1 Lymphoblastoid cIs 20220756



