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Supplemental Figure 3. Hypoxia induced changes in expression of HRE motifs containing genes significantly
affected during hypoxia. Heat maps representing the significant (P < 0.005) expression changes of unique HIF-1,
HIF-2, and HIF-1/HIF-2 upregulated (4) and reduced (B) transcripts during 2h, 8h and 16h of hypoxia are
provided in (A). The HRE motifs containing genes in agreement with Smythies JA et al. 2019(43) are depicted
with red (for upregulated set A) and blue (for downregulated set B) and combined in Supplemental Table 1C.
Heat maps were generated with Morpheus software (Morpheus, https://software.broadinstitute.org/morpheus).



= = =
= = © = ks © = = ©
o [-e] — i d o~ [+=] — id d o =] -~ id
01 [-09 2NN TMEM201 0.0 -0.5 BEWSN MTAP -0.2 ENSHIEEEN sPsB2
02 -06 RRP9 01 -0.6 (=13 MIR31HG 0.0 1.0 EEEEBN VPS9D1-AST
02 -0.3 BEWBN ATADS -0.1 -0.4 [=1:2" RPAP3 -0.1  -0.8 NEMSN PPAT
00 -0.3 EN6N FAM27C -01 -0.3 [-1.1 RBM14 0.0 -0.5 B8N DHODH
0.0 "-0.7 F=WSH PAK1IP1 00 -03 1.0 TIMMI10 02 -0.1 BEMBE CAPN15
01 -05 [=15. NOP56
00 03 =2 perns 0.0 -0.7 BEMBN SNORA24
00 -04 W128 POLRMT U e
02 06 SNORAS4 02 -0.6 B=MBN ABCE7
00 -04 1.1 DCAF13 0.0 -0.8 BEN6N GEMINS
00 -04 =11 RBM28 -0.1 -0.8 FE16N AMD1
01 05 =11 pINX1 00 -06 F=I6N GRWD?
-0.1 0.7 (=11 WDR75 0.0 -0.4 =GN SGMs2
0.1 -0.2 /=10" RcC1 0.0 -0.4 B=NBN HGH1
0.0 -05 [-1.0° FOXRED2 0.1 -0.2 B=N6N BOP1
0.0 -0.6 F=NSN PYCRL
00 -0.2 F=SY TMEM38B
0.0 -0.7 FS1S51 EEF2KMT
-0.1 [-0.8 =8N ZNF593
0.1 -0.3 BN XRCC2
0.1 -0.6 [=141 SNHG17
01 -03 (5141 POLRIA
-0.1 -0.5 =140 EFHD2
00 -06 [=1:81 NOP58
0.0 -0.5 F=18" NAA50
00 -0.2 F=181 ATIC
| - 0.1 -0.2 §=18% MDN1
-3.00 0.00  1.00 0.0 -0.3 =8N NRGI
00 -0.3 (=181 IMP4
Relative log2 fold change 0.0 -0.4 =137 SLC19A1
0.0 -04 =13 POLR2D
0.1 '-0.7 =12 ZNRF3
0.1 -0.5 [S12° EIF4E
0.0 -0.6 /=1:2" RSAD1
00 -03 =12 PRR?
01 0.0 =12° NR2F1
-0.1 -0.7 [-12" EX0SC4
00 -04 =11 ypDJC
-0.2 -0.3 (=11 EIF5B
01 -05 =11 KR
0.0 -0.5 [-1.1 RPUSD1
0.0 -03 (=11 MRPL12
-0.1 -0.2 [=1.0" TCOF1
-01 -02 [-1.1 FKBP4
00 -05 =11 NLE1
00 -04 =11 SS5CAT
00 -03 =11 C1QBP
00 -02 =11 CSEIL
0.0 -0.4 =111 ATR
00 -02 /=10 NCLN
0.0 -06 -1.0 SLC25A28
00 -03 [-1.0 MRPL4
00 -05 [-1.0 GEMIN4
00 -03 =10 Dis3L
0.1 -04 [-1.0 RAD5ID

Supplemental Figure 3. Hypoxia induced changes in expression of HRE motifs containing genes significantly
affected during hypoxia. Heat maps representing the significant (p-value below P < 0.005) expression changes of
unique HIF-1, HIF-2, and HIF-1/HIF-2 upregulated (4) and reduced (B) transcripts during 2h, 8h and 16h of
hypoxia are provided in (A). The HRE motifs containing genes in agreement with Smythies JA et al. 2019(43)
are depicted with red (for upregulated set A) and blue (for downregulated set B) and combined in Supplemental
Table 1C. Heat maps were generated with Morpheus software (Morpheus,
https://software.broadinstitute.org/morpheus).



