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Figure S1

Arginyltransferase 1 (Atel) in D. discoideum

N-terminal Ate1 domain

lTEl_Dd (DDB0238346) - MDSSLSTSSE ~--KGRICYE MW AT'EI_Dd (DDB0238346)
ATE1_Mn (NP_001258272) - --GKTSCE Ml ATE1_Mn (NP_001258272)
ATE1_Dm(NP_477394) - --CSLSHe MH! ATE1_Dm(NP_477394)
ATE1_Ds (XP_002034657) = ----CSLSH ATE1_Ds (XP_002034657)
ATEl_Ce (NP_B71828) AW ATE1_Ce (NP_871829)
ATEL_ At (BAD44222) —---SSISH ATEl_At (BAD44222)
ATEL_Se (AJS20315) -MSDREVIWA NMDQLFALDS WAHRYMNKMD VVKIENCTIE SFVEH] ATE1_Sc(AJS20315)
ATE1_Dd (DDB0238346) TS: ITKEKDSSTT STTEDIINTT --QIKSNTKN NNNKTNDENI IKLNNBTIET TLNNEFINKF 1 ATE1_Dd (DDB0238346)
ATE1_Mm (NP_001258272) HP! EISK--GNCE DEPMDSTVED --AVDGDFAL INKLDTKCDL KTLS-DLKGS TESEEKEKEK 157 ATE1 Mm(NP_001258272)
ATEL Dm(NP_477394) G! == ~GKRE SKPEAGDGRG —--EADADYAI VAPEVTASEP QPQLPPKSPP VIN-- 12 ATE1_Dm(NP_477394)
ATE1 Ds(XP_002034657) G SKPEAGDGHG --EAEADDAI GAPEVTASEP 1 ATE1 Ds (XP_002034657)
ATELl_Ce (NP_871829) KRPVCGIKEE DAPVEMNLKG SGSQSEQSKK - 1 ATE1_Ce(NP_871829)
ATE1_ At (BADA4222) s ASSSGDVSHT RRKTLGAAKS EENKKVEAVM DDLSKNIDQA VQLCIRSGEF 1/ ATEL At (BAD44222)
ATEL_Sc(AJS520315) APQEL CPARVASSEF VGKIVNAEMN SKTFYTRFEP ALYSEEKYHL -1 ATE1_Sc(AJS20315)
ATE1_Dd (DDB0238346) NLKTKINS -TGSYSLSFG IFNKYRSELN QHSITIDJIT NFTILEFNKT INNSDYQFNL EKGONNHINF KMENSSOTIN ATE1_Dd (DDB0238346)
ATE1_Mm (NP_001258272) THPQS-TEE& -EPSHPTKVH TGPKPGKGAD LSKPPCREAR EMRKERQRLK RMQQASAAAS E---AQGQPV CLEP-KAKSN ATE1 Mm(NP_001258272)
ATEL_Dm(NP_477394) VASLATAQR TL L QMRLDRRLAK LGDSASYSTK S-LTQEKTLR DFENTDSETN ~ ATE1_Dm(NP_477394)
ATE1_Ds(XP_002034657) \msmmgm -ATAPAGEAP TLGSNKSAAP ISNKPCKEAK QMRLDRRRAK LGDSASISTK S-VSQEKTLR DFENTDSEAN ATE1_Ds (XP_002034657)
ATEL_Ce (NP_B71829) 3 AD RPVLTKKEIR NKKFEEKC] ERRQKDAARQ RTEQSYIDEA ATE1_Ce (NP_871829)
ATE1_At (BAD44222) ESNMOTPKAS VKKVFCARRY KLAEGTEQTL YTSNIAFEIA AATKRIQTSE KEGINSABGN RLSPETISEM TEDVSIKVCK GHENFLSSAK ATE1_At (BAD44222)
ATE1_Sc (AJ520315) 3 QEK X] ----FLCDTP FG ] EGKLIATTVS DIEPSGISSV = ATE1_Sc(AJS20315)
ATE1_Dd (DDB0238346) DSTKTKTLNT QNNSNKNS-= ========== —==-mcmeee —eee TTTA TTATTTTTTT NEPKH FJ KT IDDER-T ATE1_Dd (DDB0238346)
ATE1_Mm (NP_001258272) 1 QPKSLEDLIF QSL HKLEVRLVPA SFEDP] 3 INPETCE ATE1_Mm(NP_001258272)
ATE1_Dm (NP_477394) ===-LKLRLI HVYDD [PPK--D 257 ATE1l_Dm(NP_477394)
ATE1 Ds (XP_002034657) KHRLKIVLVA VKSPLKLRLI HVYDD) PPK--N 218 ATEl Ds(XE_002034657)
ATEL Ce (NP_B71829) RPD-- WKHKLEVKLV SLGGD) [EDCR-- = ATE1 Ce (NP_871829)
ATE1_At (BAD44222) DSFSDRDVVE LHAKKDSENH QARKR] KEGHVV ATE1_At (BAD44222)
ATEL_Se(AJS20315) YFI WDPDYSKWSL GKLSALRDLA IIQR------ HLGY YIEBCPKMNY ATE1_Sc(AJS20315)

ATE1_Dd (DDB0238346) ESYDDYVYDG QEDDEDEDDG ITK ENKEKEIKNH IVKIGKKSKT LKTRKFGEIK] -:: ATE1 Dd(DDB0Z38346)
ATE1 Mu(NP_001258272) ~=-AEHFADG 323 ATE1 Mn(NP_001258272)
ATEL_Dm (NP_477394) - -NEKPWDG ATE1_Dm(NP_477394)
ATEL Ds (XP_002034657) ATE1 Ds (XP_002034657)
ATEL Ce (NP_871829) ----KEQRGG ATE1 Ce (NE_871829)
ATEL_At (BAD44222) ---V@PSGDE ATE1_At (BADA4222)
ATE1_Sc (AJS20315) ATE1_Sc(AJS20315)

C-terminal Ate1 domain

ATE1_Dd (DDB0238346) K¥SQST S3¢  ATE1_Dd(DDB0238346)
ATE1 Mm(NP_001258272) HEKTSC 42 ATE1 Mm(NP_001258272)
ATE1 Dn(N?_477394) 337 ATE1 Dm(NE_477394)
ATEL Ds (X2_002034657) ATE1 Ds (XP_002034657)
ATEL_Ce (NP_B71829) HATYS 3152 ATE1_Ce(NE_871829)
ATE1_ At (BAD44222) TENQARCPS! erL. ATE1 At (BAD44222)
ATE1_Sc (AJS20315) BNEAEETYC) IBYEEEDLDT ATE1_Sc(AJS20315)
]

hTEl_Dd(DDEU23B34E) . K\'Sm TY F ER TF ° ATE]_DdeEEUZEE346)
ATEL Mm(NP_001258272) 3T KYCRFNQDPE AEDEGR--SK ELBRLRVFHR -RSAMPYGVY <7¢ ATE1 Mn(NP_001258272)
ATEl Dm(NP_477394) T| KYQRLNEDFA ARDVNEFLME HLBEVKLLLG GRTRTDYKHF ATE1 Dm(NP_477394)
ATE1_Ds (XP_002034657) X KYQRLNEDPA ARDVNEFLKE HLBEVMMLLD AKTCTNYRHY ATE1_Ds (XP_002034657)
ATEL Ce (NP _B71829) s FNSC DG STCSNGFSEF CPGAPRPASP VVBTLLVFSN GSITTLSDAL .19 ATE1 Ce(NP_871829)
l\TEl_At (BAD44222) 3 FEVA nmtnnm TILSDIATSHN QCSLLAGASE J‘_'\"Wn DDBEEMYETE SEDSHIESDP ! ATEI_At(BADGﬂZIl)
ATE1_Se (AJS20315) IRHLKEENGH APNG------ —--------= —--------= —---—----- —---—o IPNV VEGLLPLWEL LDIMQSGKIT DLEGRLFLFE IETEGTRPLI ATE1_Se(AJS20315)
ATE1_Dd (DDB0238346) HFSDVSVRFQ a ATE1_Dd (DDB0238346)

ATE1_Mn (NP_001258272)
ATE1_Dm(NP_477394)
ATE1_Ds (XP_002034657)
ATEL_Ce (NP_871829)
ATE1_At (BAD44222)
ATE1_Sc (AJS20315)

7 KNHQEDPSEE

RQLRGTVSDD
RQLRGAVCDV
TEIPEARENE

i GSKDNDINNT

FIGURE S1.Comparison of Atelproteins from different organisms.

ATE1_Mm(NP_001258272)
ATE1 Dm(NE_477394)
ATE1_Ds (XB_002034657)
ATE1_Ce (NP_871829)
ATE1_At (BAD44222)
ATE1_Sc(AJS20315)

Multiple protein sequence alignment of arginyltransferases from D. discoideum (DDB0238346), M.
musculus (NP_001258272), D. melanogaster (NP_477394), D. sechellia (XP_002034657), C. elegans
(NP_871829), A. thaliana (BAD44222), and S. cerevisiae (AJS20315). N- and C-terminal Atel domains
are indicated by black lines. Identicaland similar residues to the Atel protein from Dictyostelium are
labeled in black and gray, respectively. Four conserved cysteine residues (black stars) were shown to be
important for the enzymatic activity of S. cerevisiae Atelp (Li and Pickart, 1995), and one cysteine (gray
star) is conserved in Ate proteins, but is not required for the enzymatic activity. The interrupted domain
architecture of Atel in D. sechellia,D. discoideum and A. thaliana with amino acid insertions at various
positions of the C-terminus are indicated with cyan, red and green boxes, respectively. In the sequence of
D. discoideum, a basic consensus sequence similar to common nuclear localization signals is shown by the
doted box as predicted by ELM and with NLS mapper (http://nls-mapper.iab.keio.ac.jp).




Arginyltransferase 1 (Atel) in D. discoideum

Figure S2
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FIGURE S2. Subcellular localization ofDdAtel1-GFP during cell division.

A Dictyostelium cell expressing DdAtel-GFP was recorded during cell division by spinning disk confocal
microscopy. The fluorescence signal of DdAtel1-GFP enriched in the nucleus disappears with the onset of
mitosis. After completion of cytokinesis, the DdAtel-GFPsignal reappears at newly formed pseudopodia
(arrows). Please compare to Supplemental Movie2.Scale Bar, 5 um.



Arginyltransferase 1 (Atel) in D. discoideum

Figure S3
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FIGURE S3. Atel gene disruption.

(A) Scheme of the atel knockout construct. Bsr (blasticidin resistance) cassette flanked by a 5’-UTR and
a 3’-UTR of atel can displace the endogenous atel gene. Black arrows indicate the oligonucleotides used
to test for a knockout event. (B) By PCR, four independent atel-minus clones were identified (clone
numbers 21, 8, 17, and 38). Wild type (wt) genomic DNA was used as control. (C) Atel-null cells stained
with TRITC-phalloidin showed no significant differences in the localization of F-actin in comparison to
wild-type cells, butatel-null cells were smaller than wild-type cells. Scale Bar, 10 pm.



Arginyltransferase 1 (Atel) in D. discoideum

Figure S4
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FIGURE S4. Merbromin and tannic acid do not affect cell growth.

GFP-LimEAcoil expressing wild-type cells were grown in shaking cultures. Either 50 pM merbromin or
30 uM tannic acid were added at the indicated time point (arrow), and growth was compared to untreated
control cells.

SUPPLEMENTALTABLES

TABLE S1. DTASelect file of validated peptides.

DTASelect filtering was performed using DTASelect v2.1.3 followed by manual data validation as
described (Wong et al., 2007, Xu et al., 2009). Manually validated peptides of actin isoforms (Table 1) are
highlighted in yellow.

TABLE S2. Chromatogram data of validated peptides.
Scan numbers and MS1 precursors with intensity and time information are shown. The corresponding ms2
file and additional information is available upon request from the authors.



Arginyltransferase 1 (Atel) in D. discoideum

MOVIE LEGENDS

MOVIE 1. Representative FRAP experiment at a protrusion ofa Dictyostelium cell expressing Atel-
GFP.The photo-bleaching event is stamped into the movie at 20 s. Scale bar, 5 pm.

MOVIE 2. Spinning disk confocal imaging of a Dictyostelium cell expressing Atel-GFP during cell
division.

MOVIE 3. RICM of a Dictyostelium wild-type cell. Dark areas indicate close contact to the substrate
surface. Note the constant spreading and de-attachment to the substratum.Left: phase contrast, right:
RICM. Bar, 5 pm.

MOVIE 4. RICM of a Dictyostelium atel-null cell. Dark areas indicate a close contact to the substrate
surface. Atel-null cells never spread on the substratum as closely as do wild-type cells. Left: phase
contrast, right: RICM. Bar, 5 pm.

MOVIE 5. RICM of a Dictyostelium Atel-rescued cell(atel-null cell expressing Atel-GFP). Dark areas
indicate close contact to the substrate surface. Note the constant spreading and de-attachment to the
substratum as observed in wild type (Movie 3). Left: phase contrast, right: RICM. Bar, 10 um.

MOVIE 6.Actin network dynamics visualized by expression of LimEAcoil-GFP in
Dictyosteliumdiscoideum wild-type cells. Recording was by confocal microscopy. The focal plane was
moved in z-axis towards the substrate adhesion site. Scale bar, 10 um.

MOVIE 7. Actin network dynamics visualized by expression of LimEAcoil-GFP in
Dictyosteliumdiscoideum atel-null cells (clone #1-21). Recording was by confocal microscopy. The focal
plane was moved in z-direction. Scale bar, 10 pm.

MOVIE 8. Actin network dynamics visualized by expression of LimEAcoil-GFP in
Dictyosteliumdiscoideum atel-null cells (clone #2-17). Recording was by confocal microscopy. The focal
plane was moved in z-direction. Scale bar, 10 pm.

MOVIE 9. Actin network dynamics visualized by expression of LimEAcoil-GFP in
Dictyosteliumdiscoideum wild-type (left) and atel-null (right) cells. Recording was by TIRF microscopy.
The focal plane was moved in z-direction. Scale bar, 5 um.

MOVIE 10. Chemotaxis of atel-null cells expressing GFP-LimEAcoil (green), and wild-type cells
expressing RFP-LimEAcoil (red). Fluorescently labeled LimEAcoil visualizes filamentous actin, and was
employed here to distinguish wild-type and atel-null cells. Aggregation-competent cells were exposed to
chemoattractant gradients by moving a micropipette filled with cAMP. Cells were recorded by confocal
microscopy. Note that mutant cells (green) migrate faster than wild type (red). Scale bar, 20 um.



Scan number and mz precursor mass

010980 59.11 975.89117 54942 .5
010981 59.11 975.89117 54942 .5
018898 96.93 975.92865 302886.9
018899 96.94 975.92865 302886.9
019711 100.62 975.92438 3179749.3
019712 100.62 975.92438 3179749.3
021783 111.08 975.93048 35515.9
021784 111.09 975.93048 35515.9
028896 146.33 975.93427 63463.1
028897 146.33 975.93427 63463.1
031101 157.21 975.93756 95326.8
031102 157.21 975.93756 95326.8
031309 158.3 975.9386 93144 .4
031310 158.3 975.9386 93144 .4
031989 161.75 975.93567 123545.4
031990 161.75 975.93567 123545.4
033291 168.15 975.93805 152645.9
033292 168.15 975.93805 152645.9
039708 200.08 975.94446 23240.0
039709 200.08 975.94446 23240.0
Scan number and mz precursor mass
010980 59.11 975.89117 54942 .5
010981 59.11 975.89117 54942 .5
018898 96.93 975.92865 302886.9
018899 96.94 975.92865 302886.9
019711 100.62 975.92438 3179749.3
019712 100.62 975.92438 3179749.3
021783 111.08 975.93048 35515.9
021784 111.09 975.93048 35515.9
028896 146.33 975.93427 63463.1
028897 146.33 975.93427 63463.1
031101 157.21 975.93756 95326.8
031102 157.21 975.93756 95326.8
031309 158.3 975.9386 93144 .4
031310 158.3 975.9386 93144 .4
031989 161.75 975.93567 123545.4
031990 161.75 975.93567 123545.4
033291 168.15 975.93805 152645.9
033292 168.15 975.93805 152645.9
039708 200.08 975.94446 23240.0
039709 200.08 975.94446 23240.0
Scan number and mz precursor mass
010980 59.11 975.89117 54942 .5
010981 59.11 975.89117 54942 .5
018898 96.93 975.92865 302886.9
018899 96.94 975.92865 302886.9
019711 100.62 975.92438 3179749.3
019712 100.62 975.92438 3179749.3
021783 111.08 975.93048 35515.9
021784 111.09 975.93048 35515.9
028896 146.33 975.93427 63463.1
028897 146.33 975.93427 63463.1
031101 157.21 975.93756 95326.8
031102 157.21 975.93756 95326.8
031309 158.3 975.9386 93144 .4
031310 158.3 975.9386 93144 .4
031989 161.75 975.93567 123545 .4
031990 161.75 975.93567 123545.4
033291 168.15 975.93805 152645.9
033292 168.15 975.93805 152645.9
039708 200.08 975.94446 23240.0

028896 975.93427

016957 774.87421

013232 613.77692



039709 200.08 975.94446 23240.0
Scan number and mz precursor mass
010980 59.11 975.89117 54942 .5
010981 59.11 975.89117 54942 .5
018898 96.93 975.92865 302886.9
018899 96.94 975.92865 302886.9
019711 100.62 975.92438 3179749.3
019712 100.62 975.92438 3179749.3
021783 111.08 975.93048 35515.9
021784 111.09 975.93048 35515.9
028896 146.33 975.93427 63463.1
028897 146.33 975.93427 63463.1
031101 157.21 975.93756 95326.8
031102 157.21 975.93756 95326.8
031309 158.3 975.9386 93144 .4
031310 158.3 975.9386 93144 .4
031989 161.75 975.93567 123545.4
031990 161.75 975.93567 123545 .4
033291 168.15 975.93805 152645.9
033292 168.15 975.93805 152645.9
039708 200.08 975.94446 23240.0
039709 200.08 975.94446 23240.0
Scan number and mz precursor mass
010980 59.11 975.89117 54942 .5
010981 59.11 975.89117 54942 .5
018898 96.93 975.92865 302886.9
018899 96.94 975.92865 302886.9
019711 100.62 975.92438 3179749.3
019712 100.62 975.92438 3179749.3
021783 111.08 975.93048 35515.9
021784 111.09 975.93048 35515.9
028896 146.33 975.93427 63463.1
028897 146.33 975.93427 63463.1
031101 157.21 975.93756 95326.8
031102 157.21 975.93756 95326.8
031309 158.3 975.9386 93144 .4
031310 158.3 975.9386 93144 .4
031989 161.75 975.93567 123545.4
031990 161.75 975.93567 123545 .4
033291 168.15 975.93805 152645.9
033292 168.15 975.93805 152645.9
039708 200.08 975.94446 23240.0
039709 200.08 975.94446 23240.0
Scan number and mz precursor mass
010980 59.11 975.89117 54942 .5
010981 59.11 975.89117 54942 .5
018898 96.93 975.92865 302886.9
018899 96.94 975.92865 302886.9
019711 100.62 975.92438 3179749.3
019712 100.62 975.92438 3179749.3
021783 111.08 975.93048 35515.9
021784 111.09 975.93048 35515.9
028896 146.33 975.93427 63463.1
028897 146.33 975.93427 63463.1
031101 157.21 975.93756 95326.8
031102 157.21 975.93756 95326.8
031309 158.3 975.9386 93144 .4
031310 158.3 975.9386 93144 .4
031989 161.75 975.93567 123545.4
031990 161.75 975.93567 123545.4
033291 168.15 975.93805 152645.9
033292 168.15 975.93805 152645.9

018772 992.04828

029129 1006.54816

031933 1092.54846



039708 200.08 975.94446 23240.0
039709 200.08 975.94446 23240.0
Scan number and mz precursor mass
010980 59.11 975.89117 54942 .5
010981 59.11 975.89117 54942 .5
018898 96.93 975.92865 302886.9
018899 96.94 975.92865 302886.9
019711 100.62 975.92438 3179749.3
019712 100.62 975.92438 3179749.3
021783 111.08 975.93048 35515.9
021784 111.09 975.93048 35515.9
028896 146.33 975.93427 63463.1
028897 146.33 975.93427 63463.1
031101 157.21 975.93756 95326.8
031102 157.21 975.93756 95326.8
031309 158.3 975.9386 93144 .4
031310 158.3 975.9386 93144 .4
031989 161.75 975.93567 123545 .4
031990 161.75 975.93567 123545 .4
033291 168.15 975.93805 152645.9
033292 168.15 975.93805 152645.9
039708 200.08 975.94446 23240.0
039709 200.08 975.94446 23240.0
Scan number and mz precursor mass
010980 59.11 975.89117 54942 .5
010981 59.11 975.89117 54942 .5
018898 96.93 975.92865 302886.9
018899 96.94 975.92865 302886.9
019711 100.62 975.92438 3179749.3
019712 100.62 975.92438 3179749.3
021783 111.08 975.93048 35515.9
021784 111.09 975.93048 35515.9
028896 146.33 975.93427 63463.1
028897 146.33 975.93427 63463.1
031101 157.21 975.93756 95326.8
031102 157.21 975.93756 95326.8
031309 158.3 975.9386 93144 .4
031310 158.3 975.9386 93144 .4
031989 161.75 975.93567 123545 .4
031990 161.75 975.93567 123545.4
033291 168.15 975.93805 152645.9
033292 168.15 975.93805 152645.9
039708 200.08 975.94446 23240.0
039709 200.08 975.94446 23240.0
Scan number and mz precursor mass
010980 59.11 975.89117 54942 .5
010981 59.11 975.89117 54942 .5
018898 96.93 975.92865 302886.9
018899 96.94 975.92865 302886.9
019711 100.62 975.92438 3179749.3
019712 100.62 975.92438 3179749.3
021783 111.08 975.93048 35515.9
021784 111.09 975.93048 35515.9
028896 146.33 975.93427 63463.1
028897 146.33 975.93427 63463.1
031101 157.21 975.93756 95326.8
031102 157.21 975.93756 95326.8
031309 158.3 975.9386 93144 .4
031310 158.3 975.9386 93144 .4
031989 161.75 975.93567 123545.4
031990 161.75 975.93567 123545.4
033291 168.15 975.93805 152645.9

017132 671.36395

034957 1076.21533

028047 719.34888



033292 168.15 975.93805 152645.9
039708 200.08 975.94446 23240.0
039709 200.08 975.94446 23240.0
Scan number and mz precursor mass
010980 59.11 975.89117 54942 .5
010981 59.11 975.89117 54942 .5
018898 96.93 975.92865 302886.9
018899 96.94 975.92865 302886.9
019711 100.62 975.92438 3179749.3
019712 100.62 975.92438 3179749.3
021783 111.08 975.93048 35515.9
021784 111.09 975.93048 35515.9
028896 146.33 975.93427 63463.1
028897 146.33 975.93427 63463.1
031101 157.21 975.93756 95326.8
031102 157.21 975.93756 95326.8
031309 158.3 975.9386 93144 .4
031310 158.3 975.9386 93144 .4
031989 161.75 975.93567 123545 .4
031990 161.75 975.93567 123545.4
033291 168.15 975.93805 152645.9
033292 168.15 975.93805 152645.9
039708 200.08 975.94446 23240.0
039709 200.08 975.94446 23240.0
Scan number and mz precursor mass
010980 59.11 975.89117 54942 .5
010981 59.11 975.89117 54942 .5
018898 96.93 975.92865 302886.9
018899 96.94 975.92865 302886.9
019711 100.62 975.92438 3179749.3
019712 100.62 975.92438 3179749.3
021783 111.08 975.93048 35515.9
021784 111.09 975.93048 35515.9
028896 146.33 975.93427 63463.1
028897 146.33 975.93427 63463.1
031101 157.21 975.93756 95326.8
031102 157.21 975.93756 95326.8
031309 158.3 975.9386 93144 .4
031310 158.3 975.9386 93144 .4
031989 161.75 975.93567 123545.4
031990 161.75 975.93567 123545 .4
033291 168.15 975.93805 152645.9
033292 168.15 975.93805 152645.9
039708 200.08 975.94446 23240.0
039709 200.08 975.94446 23240.0
Scan number and mz precursor mass
010980 59.11 975.89117 54942 .5
010981 59.11 975.89117 54942 .5
018898 96.93 975.92865 302886.9
018899 96.94 975.92865 302886.9
019711 100.62 975.92438 3179749.3
019712 100.62 975.92438 3179749.3
021783 111.08 975.93048 35515.9
021784 111.09 975.93048 35515.9
028896 146.33 975.93427 63463.1
028897 146.33 975.93427 63463.1
031101 157.21 975.93756 95326.8
031102 157.21 975.93756 95326.8
031309 158.3 975.9386 93144 .4
031310 158.3 975.9386 93144 .4
031989 161.75 975.93567 123545.4
031990 161.75 975.93567 123545.4

025505 597.63489

038278 846.83563

038957 846.83392



033291
033292
039708
039709

168.15
168.15
200.08
200.08

975.93805
975.93805
975.94446
975.94446

152645.9
152645.9
23240.0
23240.0





