{(a) Starch synthesis
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Phosphoglucoisomerase 1 (Sal_031431-RA)

ADP glucose pyrophosphorylase large subunit 2/3/4 (Sal_005475-RA)

ADP glucose pyrophosphorylase large subunit 2/3/4 (Sal_005955-RA)

ADP glucose pyrophosphorylase large subunit 2/3/4 (Sal_013400-RA)
Granuale bound starch synthase 1 (Sal_005352-RA) C AM
Starch branching enzymes1 (Sal_016017-RA)

Starch branching enzymes1 (Sal_035598-RA)

Starch branching enzyme 2/3 (Sal_041721-RA)

Glucan water dikinase 1 (Sal_009965-RA)

ADP glucose pyrophosphorylase large subunit 1 (Sal_015273-RA)

ADP glucose pyrophosphorylase small subunit 1 (Sal_010108-RA) C3
Starch synthase 3 (Sal_007493-RA)

Starch synthase 4 (Sal_001185-RA)

Phosphoglucoisomerase 1 (Sal_015585-RA)

Phosphoglucomutase 1 (Sal_018519-RA)

ADP glucose pyrophosphorylase small subunit 1 (Sal_001705-RA)

Starch synthase 1 (Sal_014496-RA)

Starch synthase 1 (Sal_043016-RA)

Starch synthase 2 (Sal_002758-RA)

Phosphoglucan water dikinase (Sal_007925-RA)
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Triose phosphate transporter (Sal_0244385-RA)

Triose phosphate isomerase (Sal_009214-RA)
Fructose-1,6-bisphosphate aldolase 5/6/7 (Sal_000460-RA)
Fructose-1,6-bisphosphate aldolase 5/6/7 (Sal_041090-RA)
Fructose-1,6-bisphosphate aldolase 5/6/7 (Sal_041105-RA)
Fructose-1,6-bisphosphate aldolase 5/6/7 (Sal_043712-RA) CAM
Phosphofructokinase 1 (Sal_015917-RA)
Phosphofructokinase 1 (Sal_020801-RA)
Phosphofructokinase 1 (Sal_023322-RA)
Glucose-6-phosphate transporter 2 (Sal_018593-RA)
Triose phosphate transporter (Sal_051940-RA)
Fructose-1,6-bisphosphate aldolase 5/6/7 (Sal_011104-RA)
Fructose-1,6-bisphosphate aldolase 5/6/7 (Sal_012706-RA)
Fructose-1,6-bisphosphate aldolase 5/6/7 (Sal_052058-RA) C3
Fructose-1,6-bisphosphatase (Sal_011277-RA)
Fructose-1,6-bisphosphatase (Sal_033576-RA)
Fructose-1,6-bisphosphatase (Sal_041691-RA)
Phosphofructokinase 1 (Sal_008561-RA)
Glucose-6-phosphate transporter 2 (Sal_014223-RA)
Triose phosphate isomerase (Sal_033736-RA)
Phosphofructokinase 1 (Sal_025038-RA)
Phosphoglucoisomerase 2 (Sal_006936-RA)
Glucose-6-phosphate transporter 2 (Sal_032491-RA)
Glucose-6-phosphate transporter 2 (Sal_050836-RA)

Glucose-6-phosphate dehydrogenase 5/6 (Sal_000382-RA) cytosolic G6P shunt
Glucose-6-phosphate dehydrogenase 5/6 (Sal_013854-RA) cytosolic G6P shunt
6-Phosphogluconolactonase 1 (Sal_000986-RA) cytosolic G6P shunt
6-Phosphogluconate dehydrogenase 1/2.3 (Sal_000992-RA) cytosolic G6P shunt
6-Phosphogluconate dehydrogenase 1/2.3 (Sal_010921-RA) cytosolic G6P shunt
6-Phosphogluconate dehydrogenase 1/2.3 (Sal_011899-RA) cytosolic G6P shunt
6-Phosphogluconate dehydrogenase 1/2.3 (Sal_013146-RA) cytosolic G6P shunt
Xyulose-5-phosphate transporter (Sal_009535-RA) cytosolic GBP shunt
Glucose-6-phosphate dehydrogenase 1/2/3 (Sal_000361-RA) plastidic G6P shunt
Glucose-6-phosphate dehydrogenase 1/2/3 (Sal_001706-RA) plastidic G6P shunt
Glucose-6-phosphate dehydrogenase 1/2/3 (Sal_006167-RA) plastidic G6P shunt
6-Phosphogluconolactonase 3 (Sal_025046-RA) plastidic G6P shunt

Phosphoglucan phosphatase (Sal_003464-RA) hydrolytic degradation
Phosphoglucan phosphatase (Sal_013846-RA) hydrolytic degradation
Phosphoglucan phosphatase (Sal_026426-RA) hydrolytic degradation
B-amylase 1 (Sal_023337-RA) hydrolytic degradation
B-amylase 1 (Sal_051759-RA) hydrolytic degradation
B-amylase 2/7 (Sal_000106-RA) hydrolytic degradation
B-amylase 2/7 (Sal_024589-RA) hydrolytic degradation
B-amylase 2/7 (Sal_038980-RA) hydrolytic degradation
B-amylase 2/7 (Sal_042460-RA) hydrolytic degradation
B-amylase 2/7 (Sal_042581-RA) hydrolytic degradation
B-amylase 3 (Sal_001685-RA) hydrolytic degradation
B-amylase 6 (Sal_034408-RA) hydrolytic degradation
B-amylase 9 (Sal_005035-RA) hydrolytic degradation
Isoamylase 3 (Sal_039619-RA) hydrolytic degradation
Isoamylase 3 (Sal_046028-RA) hydrolytic degradation
Disproportionating enzyme 1 (Sal_039271-RA) hydrolytic degradation
a-Amylase 3 (Sal_009036-RA) phosphorolytic degradation
a-Amylase 3 (Sal_021420-RA) phosphorolytic degradation
Starch Phosphorylase (Sal_003656-RA) phosphorolytic degradation
Phosphoglucomutase 1 (Sal_018519-RA) phosphorolytic degradation
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