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Conflicting ClinVar SNVsA
DNAAF1 18T>C

18T>C
TYMP 3C>T

10G>A

TAF1C

C2 304A>G
531A>C

YARS2 142T>C
289A>C

MOCS2

AGXT

92A>G 65.28(16.18)
94A>G 76.04(18.36)

103G>A 1.19(1.03) 136A>G 1.11(1.20)

91G>A 1.13(1.02)
96T>C 1.45(1.13)

59A>G 42.46(22.28)42C>T 1.5(1.13)

118A>G 1.24(1.01) 129T>C 1.15(1.03)
132C>A 1.05(1.34)
132C>T 1.81(1.18)

2340T>C 1.37(1.39)

1363A>T 73.27(9.02)

HBA2 98T>C
103G>A

82G>A 1.22(1.09)
98T>C 1.89(1.19)

104G>T 3.19(1.77)


