Supplemental Fig. 2. The structure and functional domains of A/CK/PB/16 polymerase
complex. The subunits and domains of interaction are shown as endonuclease, PB1-C
terminal/PB2-N terminal, PB2-cap and 627-NLS domains. The red spheres in the protein
structure indicate amino acid changes from A/CK/JL/12 to A/CK/PB16 virus. The amino acid
changes indicated in linear protein representations correspond to changes found in other studies
associated with chicken or duck virus adaptation.
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