Additional file 12: Figure S6. Sequences alignment of GhPIP2;2a_At, GhPIP2;2e_At, GhPIP2;2a_Dt and GhPIP2;2e_Dt in three genome databases of G.
hirsutum L. acc. TM-1.
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DIRRIVERITET R T T E  TAATAATATCTTATACACACTO®TTETTGAACGATATGGTTAAAACTTIAAAGGGTGTTTTCTTAGCATGTT AGG i 400
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DI TINET IS CIRAE ( TAATAATATCTTATACACACTC@TTETTGAACGATATGGTTAAAACTTIAAAGGGTGTTTTCTTAGCATGTT AG 400
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