S2 Table. Number of bacterial and archaeal 16S rRNA and fungal 5.8S rRNA gene copies.

Copy numbers determined by qPCR from triplicate DNA extractions from untreated sediment or sediment treated with DNase.

Bacteria sediment

Bacteria DNase treated

Archaea sediment

Archaea DNase treated

Fungi sediment

Fungi DNase treated

i sediment sediment sediment

Ite Copy number SD Copy number SD Copy number SD Copy number SD Copy number SD Copy number SD

gtdw gldw gldw gldw gldw gtdw

Porvoo Q 2.67E+10 3.28E+09 2.23E+09 1.24E+09 9.56E+08 | 1.77E+08 | 7.83E+07 | 4.33E+07 1.40E+07 | 4.66E+06 1.76E+06 6.65E+05
Porvoo D 2.15E+10 8.81E+09 2.04E+09 7.19E+08 1.49E+09 | 5.53E+08 | 1.42E+08 | 2.21E+07 4.38E+06 1.98E+06 1.97E+06 7.17E+05
Porvoo B 5.84E+10 8.31E+09 1.03E+10 4.65E+09 3.34E+09 | 1.08E+08 | 1.77E+08 | 6.08E+07 4.93E+07 6.61E+06 1.38E+07 5.00E+06
Naantali 3.86E+09 3.18E+09 4.21E+07 2.20E+07 2.24E+08 | 2.03E+08 | 3.69E+06 | 1.48E+06 1.04E+06 7.54E+05 | < 1.0E+06

PP

Naantali 5.61E+09 2.93E+08 3.43E+08 3.69E+07 2.56E+08 | 2.35E+07 | 9.20E+06 | 1.93E+06 5.64E+06 1.38E+06 | < 1.0E+06
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