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Source data 1. Uncropped western blots for Fig 1f. Dotted lines indicate 
cropped area. 
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Source data 2. Uncropped western blots for Fig 2c. Dotted lines indicate cropped 
area. Unrelated blots on the right are covered.
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Source data 3. Uncropped western blots for Fig 2d and Fig 5a. Dotted lines indicate cropped area.
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Source data 4.  Uncropped western blots for Fig 5d. Dotted lines indicate cropped area. 



Source data 5. Uncropped western blots for Fig 6a . Dotted lines indicate cropped area. 
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Source data 6. Uncropped western blots for Fig6b. Dotted lines indicate cropped area. 
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Source data 7. Uncropped western blots for Fig6c. Dotted lines indicate cropped area. 
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Source data 8. Uncropped western blots for Fig7e. Dotted lines indicate cropped area. 
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Source data 9. Uncropped western blots for Fig8e. Dotted lines indicate cropped area. 

kDa



250

150
100

PARP

75

50

37

MYC 

75

50

37

Actin

75

50

37

MYCN 

250

150

100

PARPARkDa

Source data 10.  Uncropped western blots for Supplementary Fig 1a. Dotted lines indicate cropped 
area. Unrelated blots on the right are covered. Actin is the same blots as in Source data 2. 


