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Legends for supplemental figure

FIGURE S1. Genetic analysis of 7poX in vibrios. (A) Comparison of the conserved

domains between RpoD and the alternative sigma factors RpoE, RpoX, RpoH, and

RpoS. The numbers indicate the related amino acid residues. (B) Alignment of the

amino acid sequence of V. alginolyticus RpoX (VARpoX) with the protein sequences

of RpoX from V. parahaemolyticus (VPRpoX), V. harveyi (VHRpoX), and V.

splendidus (VSRpoX). The identical and highly conserved amino acids in the

sequences are highlighted in black and gray, respectively.
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