
     Relative abundance (%)

H
om

ov
an

ill
ic

ac
id

(n
g/

g)

0.0 0.2 0.4 0.6

0

100

200

300

400  p<0.0001
r2=0.215.

Relative abundance (%)
0.00 0.05 0.10 0.15 0.20 0.25

p=0.0004
r2=0.320

Relative abundance (%)

H
om

ov
an

illi
c

ac
id

/D
op

am
in

e

0.0 0.2 0.4 0.6

0

1

2

3

4 p=0.0001
r2=0.240

Relative abundance (%)

H
om

ov
an

ill
ic

ac
id

/D
op

am
in

e

0.00 0.05 0.10 0.15 0.20 0.25

0

1

2

3

4 p=0.0003
r2=0.405

Relative abundance (%)

D
op

am
in

e
(n

g/
g)

0.00 0.05 0.10 0.15 0.20 0.25

0

50

100

150

200

250 p<0.0001
r2=0.388

Relative abundance (%)
0.00 0.05 0.10 0.15

0

50

100

150

200

250 p=0.002
r2=0.132

H
om

ov
an

ill
ic

ac
id

(n
g/

g)

0

100

200

300

400

D
op

am
in

e
(n

g/
g)

Bacillus

Bacillus

Bacteroidetes VC2.1 Bac22 uncult.

Bacteroidetes VC2.1 Bac22 uncult.

Bacteroidetes VC2.1 Bac22 uncult. Coriobacteriaceae uncult.

a. b.

a.

e.

d.c.

f.

ABX-FMT

VEH
VEH-FMT


