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Figure S5. Ribosome-protected profiles of c-Myc start codons in lactimidomycin (LTM)-treated HCT116
cells. Related to Figure 4. (a-c) The ribosome occupancy at CUG and AUG start codons of the MYC mRNA

derived from LTM-treated HCT116 cells is shown as green peaks. All data of the indicated studies was obtained
from the Trips-viz website (https://trips.ucc.ie/).



