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Figure S1 Sequence alignment of Cox1 from N. crassa and S. cerevisiae with Clustal Omega (1.2.4). 

Bold letters show transmembrane helices visible in the map. N. crassa has a longer C-terminus than S. 

cerevisiae. 
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Figure S2 Sequence alignment of N. crassa and S. cerevisiae Cox2 and Cox3 with Clustal Omega 

(1.2.4). Bold letters show transmembrane helices visible in the map, grey letters show amino acids 

absent in the S. cerevisiae model (PDB 6HU9).  
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Figure S3 Sequence alignments of soluble subunits Cox4, Cox6 and Cox6b from N. crassa and S. 

cerevisiae with Clustal Omega (1.2.4). Grey letters indicate residues that are absent in the S. cerevisiae 

model (PDB 6HU9).  
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Figure S4 Sequence alignments of N. crassa and S. cerevisiae subunits Cox5a, Cox7, Cox8 and 

Cox7a with Clustal Omega (1.2.4). Grey letters indicate residues that are absent in the S. cerevisiae 

model (PDB 6HU9), bold letters mark transmembrane regions. All proteins have one transmembrane 

helices. 
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Figure S5 Sequence alignment of N. crassa subunit Cox6a and S. cerevisiae subunit Cox13 with 

Clustal Omega (1.2.4), and sequence of S. cerevisiae subunit Cox26. Grey letters indicate residues that 

are absent in the S. cerevisiae model (PDB 6HU9), bold letters mark transmembrane regions. S. 

cerevisiae Cox6a has a homologue in N. crassa that is not present in the Cryo-EM map. N. crassa does 

not have a Cox26 homologue, and no density is visible in the Cryo-EM map. 

 


