Number  Gene namber Species NCBI gene NCBI protein CDS sequence  Domain Reference
accession number  Accession number  length (bp)

ABABIOSYNTHESIS

1 OsNCED1 Oryza sativa L. ssp. japonica AY 838897 XP_015626662 1917 RPE6G5

2 OsNCED2 Oryza sativa L. ssp. japonica AY 838898 XP_015619611.1 1731 RPE65

3 OsNCED3 Oryza sativa L. ssp. japonica AY 838899 XP_015631538.1 1872 RPE6G5 Liuetal., 2011

4 OsNCED4 Oryza sativa L. ssp. japonica AY838900 XP_015645858.1 1749 RPEG5

5 OsNCED5 Oryza sativa L. ssp. japonica AY 838901 XP_015618707.1 1842 RPE65

6 AtNCED2 Arabidopsis thaliana NM_117945 NP_193569.1 1751 RPE65

7 AtNCED3 Arabidopsis thaliana NM_112304 NP_188062.1 1800 RPE65 Tan et al., 2003;

8 AtNCED5 Arabidopsis thaliana NM_102749 NP_174302.1 1770 RPE65 Liuetal., 2011

9 AtNCED6 Arabidopsis thaliana NP_189064.1 NP_189064.1 1734 RPE65

10 AtNCED9 Arabidopsis thaliana NM_106486 NP_177960.1 1974 RPE65

11 ZmNCED1 Zea mays NM_001112432 NP_001105902 1815 RPE65

12 ZmNCED2 Zea mays ONMO02149 1554 RPE65

13 ZmNCED3 Zea mays NM_001154055 NP_001147527 1896 RPE65

14 ZmNCED4 Zea mays XM_008672757 XP_008670979 1728 RPE65 \oisin et al., 2006

15 ZmNCED5 Zea mays NM_001154309 NP_001147781 1722 RPE65 Alexandrov et al., 2009

16 ZmNCEDG6 Zea mays NM_001196164 NP_001183093 1917 RPE65 Schnable et al., 2009

17 ZmNCED7 Zea mays ONMG61280 RPEG5

18 ZmNCED8 Zea mays XM_008647905 XP_008646127 2097 RPE65

19 ZmNCED9 Zea mays XM_008646423 XP_008644645.1 1806 RPE65

20 CmNCED1 Cucumis melo EU180589 ABW80854 740 (partial cds)  RPE65 Sunetal., 2013

21 CmNCED4a Chrysanthemum x morifolium  AB247159 BAF36655 1806 RPE65 Ohmiya et al., 2006

22 CmNCED4b Chrysanthemum x morifolium  AB247161 BAF36657 1749 RPEG5 !

23 PpNCED1 Prunus persica EF625684 ABV01922 740 (partial cds)  RPE5 Zhang et al., 2009

24 PpNCED2 Prunus persica EU912386 ACL00682 742 (partial cds)  RPE5 B

25 DKNCED1 Diospyros kaki EU925812 ACL00684 740 (partial cds) Leng et al., 2009

26 LeNCED1 Solanum lycopersicum NM_001247526 NP_001234455 1818 RPE65 Nitsch et al., 2009
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