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Fig. S4. Heatmap clustering analysis of 66 Amoebozoa OTUs by activity recovery (%). 
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D_5__Ascomycota_D_8__Hypocreales

D_5__Ascomycota_D_9__Trichocomaceae

D_5__Ascomycota_D_9__unculturedfungus

D_5__Ascomycota_D_8__Capnodiales

D_5__Ascomycota_D_10__Aspergillus

D_5__Basidiomycota_D_9__Cystobasidiaceae

D_5__Ascomycota_D_10__Yarrowia

D_5__Ascomycota_D_6__Pezizomycotina

D_5__Ascomycota_D_10__Stachybotrys

D_5__Ascomycota_D_10__Myrothecium

D_5__Ascomycota_D_9__Cordycipitaceae

D_5__Ascomycota_D_10__Candida

D_5__Kickxellomycotina_D_10__Spirodactylonaureum 

D_5__Ascomycota_D_10__Paecilomyces

D_5__Ascomycota_D_10__Penicillium

D_5__Basidiomycota_D_10__Dacrymyces

D_5__Zoopagomycotina_D_7__Zoopagales

D_5__LKM11_D_6__unculturedeukaryote

D_5__LKM11

D_5__LKM11_D_6__unculturedfungus

D_5__Basidiomycota_D_10__Malassezia

D_5__IncertaeSedis_D_8__unculturedfungus

D_3__Fungi

D_5__Ascomycota_D_8__Saccharomycetales

D_5__Basidiomycota_D_7__Microbotryomycetes

D_5__Basidiomycota_D_10__Moniliella

D_4__Dikarya

D_5__Basidiomycota_D_9__Cuniculitremaceae

D_5__Basidiomycota_D_10__Kondoa

D_5__Basidiomycota_D_8__Tremellales
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Fig. S5. Heatmap clustering analysis of 139 Fungi OTUs by activity recovery (%). 



D_6__Platyhelminthes_D_8__Monopisthocotylea

D_6__Platyhelminthes_D_9__Gyrodactylidae

D_6__Platyhelminthes_D_9__Kalyptorhynchia

D_6__Platyhelminthes_D_8__Stenostomidae

D_5__Bilateria

D_6__Arthropoda_D_9__Mearastichopi

D_6__Arthropoda_D_10__Calanoida

D_6__Arthropoda_D_10__Cyclopoida

D_6__Chordata_D_10__Tetrapoda

D_6__Arthropoda_D_12__Frieseomelittavaria

D_6__Platyhelminthes_D_9__Neodalyellida

D_6__Xenacoelomorpha_D_10__Nemertinoidessp_N3

D_6__Platyhelminthes_D_9__Diplectanidae

D_6__Hemichordata_D_8__Harrimaniidae

D_6__Hydrozoa_D_9__Gonothyraealoveni

D_6__Annelida_D_9__Haplotaxida

D_6__Brachiopoda_D_9__Lingulida

D_6__Gastrotricha_D_7__Chaetonotida

D_6__Rotifera_D_7__Monogononta

D_6__Rotifera_D_8__Ploimida

D_6__Nematoda_D_9__Dorylaimida

D_6__Rotifera_D_8__Flosculariacea

D_6__Rotifera_D_9__Brachionuscalyciflorus

D_6__Anthozoa_D_8__Alcyonacea

D_6__Arthropoda_D_10__Harpacticoida

D_6__Anthozoa_D_9__Nematostellavectensis(starletseaanemone)

D_6__Nematoda_D_9__Limulidaeenvironmentalsample

D_6__Mollusca_D_9__Emarginulavariegata

D_6__Nematoda_D_8__Tylenchida

D_6__Nematoda_D_10__Rhabdolaimusaquaticus

D_6__Nematoda_D_9__Triplonchida

D_6__Nematoda_D_7__Chromadorea

D_6__Nematoda_D_8__Monhysterida

D_6__Platyhelminthes_D_8__Catenulidae

D_6__Rotifera_D_7__Bdelloidea

D_6__Arthropoda_D_9__Copepoda
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Fig. S6. Heatmap clustering analysis of 110 Metazoa (animal) OTUs by activity recovery (%).



D_3__Charophyta_D_12__Triticum

D_3__Charophyta_D_10__Cucurbitales

D_3__Charophyta_D_11__Brassica

D_3__Charophyta_D_12__Brassicarapa(fieldmustard)

D_3__Charophyta_D_11__Zingiberales

D_3__Charophyta_D_9__Magnoliophyta

D_3__Charophyta_D_12__Tarenayahassleriana

D_3__Charophyta_D_12__Loliinae

D_3__Charophyta_D_12__Phaseolusacutifolius(teparybean) 

D_2__Chloroplastida

D_3__Chlorophyta_D_4__Chlorophyceae

D_3__Charophyta_D_11__Pinus

D_3__Chlorophyta_D_5__unculturedChlorophyta

D_3__Chlorophyta_D_5__unculturedmarineeukaryote

D_3__Chlorophyta_D_4__Trebouxiophyceae

D_3__Chlorophyta_D_7__Choricystisparasitica
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Fig. S7. Heatmap clustering analysis of 84 Chloroplastida OTUs by activity recovery (%).



D_2__Alveolata
D_3__Dinoflagellata_D_6__Gyrodinium
D_3__Dinoflagellata_D_7__Biecheleria
D_3__Dinoflagellata_D_6__Suessiaceae
D_3__Dinoflagellata_D_4__Dinophyceae
D_3__Protalveolata_D_5__SyndinialesGroupI 
D_3__Dinoflagellata_D_5__Gymnodiniphycidae 
D_3__Dinoflagellata
D_3__Dinoflagellata_D_6__Thoracosphaeracea
D_3__Ciliophora_D_8__Cyrtolophosis
D_3__Ciliophora_D_7__Bursariomorphida
D_3__Ciliophora_D_8__Bursaria
D_3__Apicomplexa_D_7__Plasmodiumsp_typeD 
D_3__Ciliophora_D_8__Cohnilembus
D_3__Ciliophora_D_8__Colpoda
D_3__Ciliophora_D_6__Prostomatea
D_3__Ciliophora_D_7__Zosterodasys
D_3__Ciliophora_D_8__Bryometopus
D_3__Ciliophora_D_7__Astomatia
D_3__Ciliophora_D_7__Leptopharynx
D_3__Ciliophora_D_7__Scuticociliatia
D_3__Ciliophora_D_8__Colepsnolandi
D_3__Ciliophora_D_8__Platynematum
D_3__Ciliophora
D_3__Ciliophora_D_7__CV1_2A_17
D_3__Ciliophora_D_7__Litonotus
D_3__Ciliophora_D_7__Amphileptus
D_3__Ciliophora_D_5__Heterotrichea
D_3__Ciliophora_D_8__Epalxella
D_3__Ciliophora_D_8__Placusstriatus
D_3__Ciliophora_D_8__unculturedeukaryote 
D_3__Ciliophora_D_6__Haptoria
D_3__Ciliophora_D_7__Hymenostomatia
D_3__Ciliophora_D_7__Pelagodileptus
D_3__Ciliophora_D_8__Phialinasalinarum
D_3__Ciliophora_D_8__Chilodonella
D_3__Ciliophora_D_8__Trochilioides
D_3__Ciliophora_D_8__Vorticella
D_3__Ciliophora_D_7__Aspidisca
D_3__Ciliophora_D_8__Tokophrya
D_3__Ciliophora_D_6__Hypotrichia
D_3__Ciliophora_D_7__Peniculia
D_3__Protalveolata_D_5__SyndinialesGroupV 
D_3__Ciliophora_D_6__Nassophorea
D_3__Ciliophora_D_6__Oligohymenophorea 
D_3__Ciliophora_D_8__Tunicothrixwilberti
D_3__Apicomplexa_D_6__Plasmodium
D_3__Ciliophora_D_7__Platyophryida
D_3__Ciliophora_D_8__Homalogastra
D_3__IncertaeSedis_D_4__Colponema
D_3__Ciliophora_D_8__Stokesia
D_3__Ciliophora_D_7__Phialina
D_3__Ciliophora_D_8__Paramecium
D_3__Ciliophora_D_5__Karyorelictea
D_3__Ciliophora_D_6__Condylostoma
D_3__Ciliophora_D_7__Holosticha
D_3__Ciliophora_D_7__Stylonychia
D_3__Ciliophora_D_8__Cyclidium
D_3__Ciliophora_D_8__Lembadion
D_3__Ciliophora_D_7__Cryptocaryon
D_3__Ciliophora_D_8__Trithigmostoma
D_3__Ciliophora_D_7__Cyrtolophosidida
D_3__Ciliophora_D_8__Colpidium
D_3__Ciliophora_D_4__Intramacronucleata
D_3__Ciliophora_D_6__Oligotrichia
D_3__Ciliophora_D_7__Peritrichia
D_3__Protalveolata_D_5__A31
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Fig. S8. Heatmap clustering analysis of 234 Alveolata OTUs by activity recovery (%).
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D_3__Ochrophyta_D_6__Dinobryon

D_3__Ochrophyta_D_5__LG21_05

D_3__Ochrophyta_D_5__P34_45

D_3__Ochrophyta_D_6__Paraphysomonas

D_3__Labyrinthulomycetes_D_5__Thraustochytrium

D_3__MAST_12_D_4__MAST_12B

D_3__MAST_12_D_4__MAST_12C

D_3__Ochrophyta_D_5__Eustigmatales

D_3__Labyrinthulomycetes_D_6__Archerellaflavum

D_3__PeronosporomycetesPeronocetes

D_3__Peronosporomycetes_D_4__Pythium

D_3__Bicosoecida_D_5__unculturedstramenopile

D_3__Peronosporomycetes_D_5__unculturedEustigmatophyceae 

D_3__Peronosporomycetes_D_4__Aphanomyces

D_3__Peronosporomycetes_D_4__Saprolegnia

D_3__Ochrophyta_D_5__Chromulinales

D_3__Ochrophyta_D_6__Mediophyceae

D_3__Ochrophyta_D_6__JBNA46

D_3__Ochrophyta_D_5__CCI40

D_3__MAST_3_D_4__MAST_3J

D_3__Ochrophyta_D_4__Chrysophyceae

D_3__Ochrophyta_D_6__Rhizosolenids

D_3__Ochrophyta_D_6__Spumella
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Fig. S9. Heatmap clustering analysis of 148 Stramenopiles OTUs by activity recovery (%).



D_3__Cercozoa_D_4__CCW10

D_3__Cercozoa_D_5__Dimorpha_likesp_ATCC50522 

D_3__Cercozoa_D_4__NovelCladeGran_5

D_3__Cercozoa_D_4__NovelCladeGran_6

D_3__Cercozoa_D_7__Trinematidae

D_3__Cercozoa_D_6__Euglyphida

D_3__Cercozoa_D_8__Euglypha

D_3__Cercozoa_D_6__unculturedcercomonad

D_3__Cercozoa_D_8__Gyromitus

D_3__Cercozoa_D_4__Glissomonadida

D_3__Cercozoa_D_7__Peregriniidae

D_3__Cercozoa_D_7__Thaumatomonadidae

D_3__Cercozoa_D_4__Cercomonadidae

D_3__Cercozoa_D_5__Massisteria

D_3__Cercozoa_D_5__Gymnophrys

D_3__Cercozoa_D_6__unculturedcercozoan

D_3__Cercozoa_D_4__Thecofilosea

D_3__Retaria_D_7__Rhaphidozoumacuferum

D_3__Cercozoa_D_4__NovelClade10

D_3__Cercozoa_D_7__Rhogostoma

D_3__Cercozoa_D_5__Amb_18S_1124

D_3__Cercozoa_D_5__Cercomonas

D_3__Cercozoa_D_4__NovelCladeGran_4

D_3__Cercozoa_D_5__Metopion

D_3__Cercozoa_D_3__Cercozoa

D_3__Cercozoa_D_6__unculturedEimeriidae
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Fig. S10. Heatmap clustering analysis of 127 Rhizaria OTUs by activity recovery (%).




