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Fig S1. Alpha rarefaction curves of hornet gut microbiomes. The numbers
of observed OTUs (a) and Shannon diversity (b) were plotted against read
counts. Rarefaction curves were plotted at 50 sampling depths without iteration.
Dashed lines indicate 11502 reads, which is the highest read count including
all samples in this plot. Note that most samples reached plateau at this depth.
In other analyses, we used 12627 reads for each sample. Sample IDs of V.
mandarinia and V. simillima were shortened to Vman and Vsim, respectively.
For instance, VmanAIST-1 represents V. mandarinia AIST-1.
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Fig S2. PCoA plots of hornet gut microbiomes based on Jaccard
distance and Bray-Curtis distance observed from the axes 2. (a)
Jaccard distance and (b) Bray-Curtis distance. PCoA plots of Fig 4 were
rotated longitudinally around the axes 1. Clustering of host species was
maintained for both distances. See Fig 4 for plots.
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Fig S3. PCoA plot of hornet gut microbiomes based on unweighted or
weighted UniFrac. (a and b) Unweighted UniFrac and (c and d) weighted
UniFrac. Plots were viewed from the axis 3 (a and c) or axis 2 (b and d). Each
point represents individual. Note that points with different colors (i.e. different
host species) are not clearly separated (P > 0.05, ANOSIM and
PERMANOVA in 5000 permutations for each test) while ANOSIM detected
significant difference in weighted UniFrac (P = 0.02 in 5000 permutations).

See Fig 4 for plots.
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Fig S4. PCoA plot of hornet gut microbiomes restricted to
Gammaproteobacteria on unweighted or weighted UniFrac. (a and b)
unweighted UniFrac and (¢ and d) weighted UniFrac. Plot was viewed from
the axis 3 (a and b) or axis 2 (b and f). Each point represents individual. Note
that points representing V. simillima clustered and this cluster weakly
separated from points of V. mandarinia (P = 0.008 and 0.007 for unweighted
UniFrac; P = 0.02 for weighted UniFrac, ANOSIM and PERMANOVA
respectively, in 5000 permutations for each test). See Fig 4 for plots.
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KF600358, Gilliamella apicola [honey bee (Apis mellifera)]
KT598280.1 Gilliamella apicola strain D01 [honey bee]

- KM454417 1 Gilliamella apicola strain h3-7 Honeybee i
HM108563.1 Candidatus Gilliamella aplcola [common eastern bumble bee (Bombus |mpatlens)]
JQ936676.2 Gilliamella apicola strain wkB30, [half-black bumble bee (Bombus vagans)]
NR_149809.1 Gilliamella bombi strain LMG 29879 [bumble bee]
NR_149808.1 Gilliamella mensalis strain LMG 29880 [bumble bee]

NR_149810.1 Gilliamella bombicola strain LMG 28359 [bumble bee]
NR_149811.1 Gilliamella intestini strain LMG 28358 [bumble bee] Bumble bee
HM112130.1 Candidatus Gilliamella apicola [honey bee (Apis mellifera)]

KT833120.1 Uncultured Gilliamella sp. [Megachile policaris]

HM108449, Gilliamella apicola [giant honey bee (Apis dorsata)]

JQ936675.2 Gilliamella apicola strain wkB11 [two-spotted bumble bee (Bombus bimaculatus)]

CP009056, Frischella perrara [honey bee (Apis mellifera)]
NR_109477.1 Orbus sasakiae strain C7 [lepidopteran]

0.10

CP003704 Zymomonas mobilis subsp mobilis ATCC 29191 [fermenung Elaeis palm sap] e
AE008692, Zymomonas mobilis subsp. mobilis ZM4 = ATCC 3 Z mObI/IS
AMSR01000039, Zymomonas mobilis subsp. mobilis ATCC 31822 :
CP006818, Zymomonas mobilis subsp. mobilis str. CP4 = NRRL B-14023 [fermenting sugarcane juice] sSu bsp mObI/IS :

:,.85% [cp001722. Zvmoemanas.mobilis, subsp. mabilis NCIMB.11163.[spailed beer]
AY670649, Zymomonas mobilis subsp. pomaceae Z mObI/IS SUbSp pomaceae

AY350737.1,.Zymomonas mobijlis, subsp. pomaceae
- Jd321

AORL01000003, Sphingomonas sp. PR090111-T3T-6A [Nasutitermes sp.]

AJ251638, Sphingomonas sp. SRS2

AJVL01000072, Sphingobium sp. AP49 [Populus deltoides]

AB480764, Sphingomonas melonis [Apis cerana japonica gut]
AORY01000018, Sphingomonas sp. Mn802worker [Macrotermes natalensis]
JQ958865, Sphingomonas yunnanensis [Aedes albopictus]
AB234522, uncultured Sphingomonas sp. [Macrotermes gilvus]

JX840376, Sphingomonas astaxanthinifaciens

53% KR184508, Sphingomonas sp. 115B-00863 [rhizosphere soil]

100% 1 —
1

0.10

Fig S5. Phylogenetic trees of 5c53b, f9b86, and 1d321. Maximum-
parsimony trees containing (a) 5¢53b and f9b86 and (b) 1d321. Accession
numbers and names of relatives are shown. Isolation sources, referred to
SILVA or NCBI Nucleotide databases, are shown in brackets. Values at
nodes are bootstrap values in 1000 times when small trees were constructed.
Bootstrap values < 50 % are omitted. Scale bar indicates substitutions per
position. Gilliamella clades detected in the honey bees and bumble bees are
squared in blue and orange, respectively. Subspecies of Zymomonas were
squared (Z. mobilis subsp. mobilis in blue and subsp. pomaceae in orange).
M57738 and FR754500 were included as outgroups in (a) and (b),
respectively. OTUs detected in our analysis are represented in red and
underlined. Names in cyan are isolated strains, which were used in
construction of small trees. Other sequences are shown in colors
representing isolated sources as followings; green, plant; purple,
invertebrate; brown, other; black, not descripted.



HQ219995, Pantoea agglomerans [Citrus sp.]
EF0S0810, Pantoea agglomerans [maize (Zea mays)
JF792085, Pantoea eucalypt
JX386557, Pantoca sp 2055 [Durp\e soil
Q113416, uncultured Pantoea sp. [ant (Tetraponera pilosa RT10)]
4659322, Panoes sp. L3-77 [plant alroph curcas L)
7, Pantoea sp. C:
AB244440, Ponjons p. And-1 [insect 1Myrme\eon bore)]
KF465938, Pantoea sp. G2Ec2 [ltalian ryegrass (Lolium multifiorum Lam.)]
Fi811837, Pantoea agglomerans
1Q284803, Pantosa agglomerans [aimond (Prunus dulis)
[red tanner crab (C|

AB907779, Pantoea agglomerans
DQ365572, Pantoea agglomerans [ginseng root]
UNB72527, Pantoea sp. SAP18_1 [floral nectar]
KF436776.1 Pantosa agglomerans slram N4PO2 finsect (Capsodes nfuscaus)
04430, Pantoea sp. UYFA190 [tall fescue (Festuca arundinacea)]

KP704431 Pantosa 5p. UYFA196 [all fescue (Festuca arundinace

U693538, Pantoea sp. 2B8A [Colorado potato beetle (Leptinotarsa decemlineata)]
LDOXOI000041 Partocs antrats [rice (Oryza sativa)
324770, Pantoea ananatis rice]
JMJK01000010, Pantoea ananatis [onion]
JQr26812, uncultured Pantoe sp. [nsect (Nysius sp. 1]
JN872528, Pantoea sp. SAP58_1 (floral nectar]
GP001875, Pantasa ananatis LG 20103 folant (Eucalyptus)
JQ726811, uncultured Pantaea sp insect (Nysius sp. 1)
283, Pantoea sp. EML-ORY2 [blighted rice leaf]

1 [floral nectar]
.1 Pantoea ananais strain 17671
469264, uncultured Pantosa sp. nsect (Peribalus sp.)

YFATS estuca arundinacea)]
auro leaf frog (Phyllome:

186 18

AY616172, Pantoea agglomerans [onion thrip (Thrips tabaci)
AY616174, Pantoea agglomerans [onion thrip (Thrips tabaci)]
KX469261, uncultured Pantoea sp. [insect (Aelia rostrata)]

KX469255, uncultured Pantoea sp. [insect (Staria lunata)]
KX469250, uncultured Pantoea sp. [insect (Graphosoma semipunctatum)]
Kdg2de, uncultured Pantoea sp. [insect (Graphosoma italicum)]

X469271, uncultured Pantoea sp. [insect (Carpocoris mediterraneus)
O Nie7oi1 T Pantoea agglomerans strain vitkbL6ap [wild flowers in a nature reserve]
KF385055, uncultured Pantoea sp. [plant (Stellera chamaejasme L.)]
MIEI01000169, Pantoea brenneri [Homo sapiens]
KF993670, Pantoea agglomerans [Homo sapiens]
KF555055.1 Pantoea brenneri strain 091151 [Homo sapiens]
KJ888109, Pantoea sp. Be-9 [cowpea weevil (Callosobruchus maculatus (F))]
N656285 Pantoea agglomerans [insec (1ps sexdentatus)]
AXOF01000027, Pantoea agglomerans En318 [apple]
AXOF01000013, Pantoea agglomerans En318 [apple]
FR832419, Pantoea agglomerans [soil]
JF946788, Pantoea sp. A411 [house fly (Musca domestica)]
JF494826 Pantoca agglomerans [pne wood nomatode (Bursaphelenchus xylophius)
\Y395010, Pantoea agglomerans [gypsy m
EU693540 Pantoea sp. 287C [Colorado otato bastie (Leptinotarsa decemineata)]

9, Pantoea eucalypti [slender trefoil (Lotus tenuis)]

KUT6757 Pamtoea herch Fushroom (Hericium erinaceu)]
KF555050.1 Pantoea eucalypti strain SP04013
KF057955, Pantoea ananatis

DQ365569, Pantoea ananatis [ginseng]
QMLFEO1000063, Pantoca alif onion)
EF602556, Pantoea ananatis [sugarcane]
14101000010, Pantoea ananatis LG 2065 [pmeapp\e]

500237, ize)
JQ726798, uncultured Pantoea sp. [insect (Nysius plebeius)]

AY924376, Pantoea agglomerans
JNB44500, Pantoea anthophila [southern house mosquito (Culex quinquefasciatus)]

HQ407285, Pantoea anthophila [house fly (Musca domestica))
+HQ407288.1 Pantoea anthophila strain C113 [house fly (Musca domestica)]
KM521542, Pantoea anthophila [wampee (Clausena lansium),
JQ762264, Pantoea ananatis [onion (Allium cepa)]

“ JF756691, Pantoea ananatis [rice]
9868, Pantoea stewartii subsp. stewarti [plant (Jatropha curcas L.)]

JQ659868,
LDSH01000032, Pantoea stewartii subsp. stewartii [rice (Oryza sativa)]
AHIE01000042, Pantoea stewartii subsp. stewartii DC283 [rice]

DQ273680, Siccibacter turicensis

KF453770, Siccibacter turicensis
KC865718, uncultured Pantoea sp. [wester corn rootworm (Diabrotica virgifera virgifera)]

MLFRO1000061, Pantoea wandensis [plant (Eucalyptus)]
JF295054, Pantoea rodasii

MLFP01000054, Pantoea rodasii [plant (Eucalyptus)]

GQ478259, Pantoea sp. R4M-D [yerba mate (llex paraguariensis)]

WLIJ01000077, Panioea septica [Homo sapiens]

JX281776.1 Pantoea septica strain AW 1

KF555093.1 Pantoea septica strain TX4 [Homo sapiens]
KX469266, uncultured Pantoea sp. [insect (Acrosternum sp.)]

FJ611851, Pantoea agglomerans

KF555042.1 Pantoea agglomerans strain DC555

JX861128, Pantoea sp. IMH
JQ619994, Phaseollbac(er flectens.

HQ284890, Rosenbergiella nectarea [grapefruit (Citrus x paradisi)]
AB907782, Tatumella citrea

AB907784, Tatumela terrea
60050, Tatumella morbirosel [plant (Jaropha curces L)

FJ617235 Tatumella morbiro:
FJ611886, Tatumella punctata

265448, Pantoea mspersa [mango]
FJ611866, Pantoea disi
LORY01000031, Pantoo dispersa fice (Oryza safiva)]
9652, Pantoea dispersa [marigoid flower]
KF 304087, ncultred Paneen sp. [plant (Stellera chamaejasme L.)]
KF385097, uncultured Pantoea sp. [plant (Stellera chamaejasme L.)]
10650828, Pantoea dispersa [plant (Jatropha curcas L]
0958826, Pantoea agglomerans [Asian tiger mosquito (Aedes albopictus)]
KU532119, Pantosa sp. UYSB43 [sorghum (Sorghum bicolor
AB795350, Pantoea sp. MSeoKT2 [msecl fMacrosteles Sexnotatus)]
CP009880, Pantoea sp. PSNIH
E£U984512, Pantoea sp. CWBe00 [cabbage white (P\ens rapae)]
JX266310, Pantoea sp. A1133 [Taihu paddy soil p
MIPP01000067, Pantoea eucrina [Homo sapiens]
DQB70766, Panioea stowarli subsp. stewarti
KF447415, Pantoea eucrina [plant (Capsicum annuum)]

UNB44543, Pantoea dispersa [southern house mosquito (Culex quinquefasciatus)]
FJ611864, Pantoea dispersa
KX469286, uncultured Pantoea sp. [insect (Arocera apta)]
AY830411, uncultured Pantoea sp. [southern green stink bug (Nezara viridula)]
a

KX469283, uncultured Pantoea sp. [insect (Rhaphigaster nebulos:
CP010907, Candidatus Pantoea carbekii {brown marmorated stink bug (Halyomorpha halys)]

JF494827, Pantosa cypripedi [pine wood nematods (Bursaphelenchus xylophis)

FJ593734, Pantoea sp. CRLS069b [ant (Atta cephalotes)]
FJ593730, Pantoea sp. CRLI0712a [Panamanian leafcutter ant (Acromyrmex echinatior)]

‘ n
FJ593743, Pantoea sp. 0503 ant (Atta sexdens),

KR190245, Pantoea sp. UIWRF0903 [raw water]
CP009866, Pantoea sp. PSNIH2 [hand rail]
KF598991, Pantoea gaviniae [mesquite flower]

KF436673, Izhakiella capsodis [insect (Capsodes infuscatus))

KF849293, Pantoea sp. JZB21200 (Pleurotus
KT005206, Pantoea plsuroli [mushroom (Plearotus erynoil

KR106656, Pantoea sp. B940 [red turpentine beetle (Dendroctonus valens)]
KY027148.1 Pantoea agglomerans strain AMJ216 [bee (Apis melifera jemenitica)]

KU362678, Pantoca sp. 835.5 [srawbern]
C236468, urplish paddy soil profile]
FU593747 Panloes sp. CRLI0724b [ant (Atta cephalotes)]
FJ811870, Pantoea sp. 1-CDF [red turpentine beetle (Dendroctonus valens)]
KR106658, Pantoea sp. B312 [red turpentine beetle (Dendroctonus valens)]

52%
100%

Fig S6. Phylogenetic tree containing a1527 and relative Enterobacteriaceae.
AM182455 was used as outgroup. The OTU detected in our analysis is represented in
red and underlined. Names in cyan are isolated strains, which were used in
construction of small trees. Other sequences are shown in colors representing
isolated sources as followings; green, plant; vermilion, vertebrate; purple, invertebrate;
navy, human; brown, other; black, not descripted. See Fig S5 for other information.
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GU270568, Serratia sp KMS-9 [soil from pre-mined uvamum rich sites]
e S e o
1231089, Serraha sp. 6NICo43 [Torsa river walef]
: :
GU458282, Serratia sp. H
U ST B PIE LTI somopss et i odgenetic ree
itsis s RS .
FJ372767, Serrana sp. 123 Iye\k)w fever mosquito (Aedes aegypti)]
containin 80f1d, f26d5 and
d ’

s st
EF1953:\S Serralva sp FLGB\S [diamondback moth tP\ule\la xylostella)]
35, Serratia marcescens subsp. sakuensis [wasabe (Wasabia japonica)] H -
KFQJSGGI Serraha mavcescens [membrane bioreactor activated sludge]

541 2V|AICaloradu pmam beelle (Leptinotarsa decemlineata)] . .
KRWDOM Serraha sp UIWRF0475 [raw water]

FJSS&:% Serratia symbmnl of Smmapms apnananmae [aphid (Stomaphis aphananthae) isolate 220]

'CP003959, Serralia marcescens WW4. H . .
strains. whic were use N
AB272337, Serralia marcescens [Cattle farmyard manure] C O n St ru Cti c n Of S m aI I tr e e

:
oot oo,
FJ65! of Stomaphis yanonis [aphid (Stomaphis yanams) isolate 214]
] HMO063908 and KC951571 are

5535, Serata symbiont o
2856, Sematla marcescens [vesiem com roobwom {iabroves vigera virgera)

not isolated strains but also used

- in small tree construction (shown

AMOS0!
10416454, unéullred Senata sp.[coral (Montastraa faveolal
IN844503, Serratia marcescens [southem house mosquito (Culex quinquefasciatus))

AY223338, Serralia marcescens
512507, Serata marcescens (sl fom amino acd packaging company)
sugmsn et sp. 1 com eaniom (Helcoverpa zea)]

rratia

945757, Serrata sp-Ad35 (nouse fy (Musca domestica
Serralia sp. TW-1 iquor of hooded picher plan]

b mie (Pioroptes v

D
AF 124036, Seiaa marcascens (hep s
M020384 0 [si frog (Craugastor crassidigitus
LNBB«MZS 1 Senal\a ma/\:escens I“Y (Dmsupmla suzuk l
M oE gastor crassidigius)] inf r ti n

KF600240, Sematia marcescens o eynee (hpis melifera)]
erratia nematodiphia [honey bee (Apis melifera)]

KFe00251, Sematia nematodiohia (oney bee (Anis mellfera)

302851, Sertala marcescens (wester com roowor (Diabrtica virgera viglera]
JFT76357, Samatia . CC-E-4 composi baclarial sysiem CC-£]

DQ472000, Serratia marces

ABS60364, Serraia sp. CocRB0GS [rootof dayflower plari]

F 584421, Serratia marcescens [urine sample from a clinical diagnosis laboratory]

EF208031, Serratia marcest

KR190279, Serala sp. UNRF0937 [raw water

CPo12685, Ser s]

G110 ncultred Serralasp [boogical degreasing systems)

KM242528, Serralia sp. INBio_4358C, [beelle (Passalidae)]

V616166, Sematia macescens fonon trp (Trips abach)

Da36se00, Seratia sp. N2-1 .

X193557 Srrata 3p. POMGAOS01 [so

JX193588, Serratia sp. PDMCA2007 [soil]

KEB24530, Setatia symbiola ephid (Aphismalauina)
raiia symbiotica [aphid (Trama troglodytes) isolate 105]

o erratia
AY296732, Serratia symbiotica [pea aphid (Acyrthosiphon
FR904241, Serrali CLVLC [cy ine aphid (Ciara wjaflina)]
KC331917, Sematis symbltica hemiook weoly adeoid (Adelges tugee)]
W lica (aphi hi 1
- 11600366, Sertali symbitica aphid (Ginara prunosa)]
Semata symbiota ephid (Cinara eculs)
7600355, Serata symbioka [sphi (Gnrs n guadariamas GMIEN)]
KF751299, Serrata symbiotica lapmd (Cinara formosanal]
faphi isolate 37]
Somat symbioten lephid (Lachnus Tobors) tae 381

e
AYKS02000097, Serratia sp. DD3 [crustacean (Daphnia magr
KT922023, Serrati

ia plymuthica
CPO02774, Seraia sp AS'2 rapsseed pani
‘Serratia sp. SK-3-30-2

eratia
CPo1s613, Seratiy p\ymulmc PRI-2C maize thizosphere soll]
ia plymuthica (swainson-pea (Sphaerophysa salsula))

1035033 Seratapymutica oot o common gosswort (Sahcamsa europasa L]

AF286871, Serratia plymuthica

KR054980, Saralaphymulhic lptat)

£4786078. Serai sp. V- 11-34 fosier (Salix viminas)
: Serratia sp, Whits

AMSQZ(HZ Senaha LA

10100000
AISVO10000 4. Serats Bhmuthica ASD fotato
[AYa54724, Serta pymithicaraw vegetabl processing n in  arge niversty atering faciy]

22

. Serratia s
IRA101, anculured Sermatasp.[plant (Stllera chamaejasme L]

KF:
EU341141, uncultured Serratia sp. (commercial aircraft cabin air]

NR_112005.1 Seatiafcariasiran JOM 1241
ratia entomophila
EU3035%. Serons bp. DASSE [ace Zeamays L)
003942, Serratia marcest
14474, Serralia mmaaez [Nomo sapier
HQ407228, Serratia rubidaea [ho 2 domestica)
215557, Somata sp ANASS prent (Crees S0

10219955, Serraa phymuthica plant (Cirus sp
Serata lgoeiscns e rpentine beall (Dendroctonus valens)
oususz uncultured Serralia sp. [biological degreasing systems]
243097, Serratia liquefaciens
KROG4S81 Sorats lauefaciens potato
KR150397, Serratia liquefaciens [mine-taiings)
KR106613, Serralia iquefaciens [red lwvenlme bestlo (Dendroconus valens))
atod: hilus)]

JF431259, Serratia
HM( St . SMAC 08 fol
GuosAtS, Serraha 5p-F2(2009){composi
fish (€

223 s
275305, ncutred Sereats sp. ahtePioamantveffe (Tuber magnatum)]
Er 153455, uncilied Serati sp. o sol

EF121 ata sp
190309, Serala sp UIWRFO150 v vaer

EUTaT7S], Serat S VET-S ascus orase cretvens azanioes (L i
GQ416051, uncullured Serratia sp. [biological degreasing syst
£0302829, Serratia sp. e o roalworm (Diabroica virgiera viriera)]
AY253624, Semata iquefaciens
1302826, Serratia sp. DAP1 [maize (Zea mays L)}
KFSHZOS Seirata sp. CS60.2 wale sampie from a nuciear fuel sorage pond]
AY572428, Hafria alvei

AY253523, Haia alvel
KRmSSH Eainl parave ed trpentine besti (Dendroctonus valens)
5379, Hafnia alvei [Homo sapiens]

B tafnia alvei

AB: i alie fnset (Myrmeleon bore)]

GPo0a706 Halhia alvl F31 fsh b

11000014, Serratia fonticola A

RO 11653, Soraia . PAVC 26789 {umcra soi]

Pa;
y (Musca
ABE62957, Serratia sp. NCCP-202 [Fruit and Vegetable compost]
AAYUO10 Yersi biovar Antiqua str. B42003004
wberculosis IP 32953

21
|AL590842, Yersinia pestis.
CPO007ZD, Yorsinia pseudotuberclass I 31758 oot ofa patien resertng withscari ke fver

gr

[ADDC01000001, Yersina pestis Kini 037
AOSAD100016D; Yersiiapests G1670A
CP009996, Yersinia pestis al]
|AYLR01000006, Yersinia pestis 1670
CP001589, Yersinia pestis D182038
CP001503; Yersinia pestis 2176003
AJ232297 Yesinia pets

Q010 great gerbil (Rhombormys opimus)
\F365545, Yersina pseudotubercuioss
HG326157, Yersinia similis
| AM 182405, Yersinia similis
KC776756, Yersiia massilensis(watrfal]
EF 179120, Yrs

T Yersinia massdmns‘s (water]

4194
DQa8690, Yersinia freder

Yersl lesicas g

79151 uncultred Vevsuna o [sowbge anasrebic shuipe in medialoriess MFC]

EF6
DQ917929) Yersinia int
KE811209" Yersinia sp. Ge67-2 [waler sampl from a nuciar fuel storage pon]
EB03161, Vorsis SHorotoHiLa subsp, emerocoes frman foece]
FJB41877, Yersinia intermedia
DQE4E383, Yersna aldovae [suface water

X75278, Yersina kristen:
as2rsss, Yerii kst ensen

Yersinia kristensenii [receiving river of the anibiotic production wastewater effluent]
FNIOESB4, Yorsin Kestenseni [aigalmatfom the glacia mellwater sream near 1]
P009997 Yersinia kistensy
KR(BQQH Vevsm . u\wRFms@ [raw wateq

Ha

1231, Yersiia ruckeri
1880,

enterocolitica

249828, versiia enterocolca subsp. elerocolca
CAQH01000002, 0:2) str. YE3094/96
AM286415, Yersinia enterocolitica msn enterocolitica 8081
CP00S787, Yersinia rohdei [animal
541388, Yersia antarocoiten subsp. enerocaliica
KR189850, Yersinia sp. Ul oroundater, ot chiorated]

Q222! b enterocoifica subsp. & i
Kererss Yersinia Hedenksevm fpoluied estan
7339, Yersinia nurmi
KPTO44%8 Ralnela sp UVFA288 [l fescue (Festuca arundinacea)]
(CO5157 1, Rahellasp. JN27 [maize (Zea mays))

CP002505, Rahnella sp.
Craca, Fannela sauailts.
563, Rahnella sp, UYSO23 [sugarcane]

JF262
/GQ148929, Rahnelia sp. 207-Apple [apple]
9107, unculured Rehnellasp. (ine wood nematode (Bursaphelanchus ylophiks))

>
o

ol
489
2491, Ramell sp. Nao 40481 fosete (Passalidas)]
KF30n334 Gbbeiola Geigh




GQ293897, Dickeya chrysanthemi [orchid (Tolumnia sp.)]

GQ293898, Dickeya chrysanthemi [orchid (Tolumnia sp.)]

JX575747, Dickeya dadantii subsp. dieffenbachiae [French marigold (Tagetes patula)]

AB713557, Dickeya sp. MAFF311171 [taro]

HF913430, Dickeya chrysanthemi [florist's chrysanthemum (Chrysanthemum x morifolium)]
AB713573, Dickeya sp. SUPP2736 [infected phalaenopsis]

KT992691.1 Dickeya fangzhongdai strain LN1 [pear tree]
JN940859, Dickeya sp. PA1 [plant (Phalaenopsis aphrodite)]

NR_151914.1 Dickeya fangzhongdai strain JS5 [pear tree]

KT363768.1 Dickeya dadantii strain XR4

CP002038, Dickeya dadantii 3937

AB713543, Dickeya dadantii subsp. dadantii [eggplant]

GU252371, Dickeya chrysanthemi

AMY101000007, Dickeya solani RNS 08.23.3.1.A [potato (Solanum tuberosum)]

KY114491.1 Dickeya solani strain A37G [potato]

'AY360397, Dickeya chrysanthemi

APVF01000007, Dickeya dianthicola RNS04.9, [potato (Solanum tuberosum)]

AB744154, Dickeya chrysanthemi
EU490613, Dickeya chrysanthemi
AONZ02000076, Dickeya sp. CSL RW240
AF520709, Dickeya chrysanthemi
AOOC01000031, Dickeya chrysanthemi NCPPB 516
AF373199, Dickeya chrysanthemi
AJVNO01000004, Dickeya zeae ZJU1202 [rice]
AB713536, Dickeya zeae [infected setaria]
AF520710, Dickeya paradisiaca
APMV01000014, Dickeya zeae DZ2Q
KJ438953, Dickeya zeae [maize]
AB748994, Dickeya chrysanthemi [Japanese ginger (Zingiber mioga)]
JQ726826, uncultured Pectobacterium sp. [insect (Kleidocerys resedae)]
KC790238, Pectobacterium carotovorum subsp. carotovorum [wasabe (Wasabia japonica)]
JF926748, Pectobacterium carotovorum subsp. carotovorum
HM581688, Pectobacterium carotovorum subsp. carotovorum

JF926740, Pectobacterium carotovorum subsp. carotovorum

KF704791, Pectobacterium carotovorum subsp. odoriferum [celery]

'AF373192, Pectobacterium carotovorum subsp. odoriferum

FJ652619, Pectobacterium carotovorum

KT222000, Pectobacterium carotovorum subsp. carotovorum [plant (Orostachys japonica)]
JF721958, Pectobacterium carotovorum subsp. carotovorum

AY207084, Pectobacterium carotovorum subsp. brasiliense

EU490612, Pectobacterium atrosepticum SCRI1043

CP009125, Pectobacterium atrosepticum

ASAB01000006, Pectobacterium atrosepticum CFBP 6276, [potato (Solanum tuberosum var. Felsina)]

CP003415, Pectobacterium sp. SCC3193

CP015749, Pectobacterium wasabiae [potato]

KF704797, Pectobacterium carotovorum subsp. carotovorum [black nightshade (Solanum nigrum)]

GQ418112, uncultured Enterobacter sp. [biological degreasing systems]

KC853199, Enterobacter sp. W40 [red-eyed leaf frog (Agalychnis callidryas)]
KM242529, Serratia sp. INBio_4361C, [beetle (Passalidae)]

CP014993, Enterobacter asburiae [Homo sapiens]

GQ416383, uncultured Enterobacter sp. [biological degreasing systems]
JN600326, Pectobacterium aroidearum
CP003776, Pectobacterium carotovorum subsp. carotovorum PCC2

_‘__|__‘_— KC951571, Rahnella sp. JN27 [maize (Zea mays)]

EF534571, Lonsdalea quercina subsp. quercina [Spanish oak forest]

KX450472.1 Lonsdalea sp. strain AU17 [autumn-crocus (Colchicum autumnale)]
HM196338, Lonsdalea quercina subsp. quercina

KF436653.1 Lonsdalea quercina strain Z51 [plant (Asphodelus aestivus)]

100%

0.10

Fig S8. Phylogenetic tree containing 8d2cb and relative Enterobacteriaceae.
Names in cyan are isolated strains, which were used in construction of small tree.
CP014993, GQ416383, GQ418112, KC853199, and KC951571 are not isolated

strains but also used in small tree construction (shown in Maroon). See Fig S6 for

other information.



AY696672, Shigella boydii
CP000802, Escherichia coliHS
CP000036, Shigella boydii Sb227
U00096, Escherichia coli str. K-12 substr. MG1655
AF403733, Escherichia coli
AE005674, Shigella flexneri 2a str. 301
CP000266, Shigella flexneri 5 str. 8401 [epidemic]
CP000038, Shigella sonnei Ss046
FN649414, Escherichia coli ETEC H10407
KC1697§?\I.;5L‘{%2%ItuSrﬁd E”scfﬂmrichi_a[sp. [Atlbantic salmotn égﬁlmo slalar)] .
Y , Shigella flexneri [mung bean sprouts (Phaseolus aureus
GU968182, Escheri%hia coli [feces 9 P
-KU362658, Escherichia sp. 76.4 [strawberry]

JQ661022, Escherichia coli [soil]
{KT998889, Shigella dysenteriae [Mossambicus tilapia gut]
JQ661144, Escherichia coli [soil
_[CP000247, Escherichia coli 53|
CP001855, Escherichia coli O83:H1 str. NRG 857C
AP009378, Escherichia coli SE15
— KT998845.1 Escherichia fergusonii strain TIL_TAL 99 [Mossambicus tilapia gut]
JN254645, Shigella flexneri [radish sprouts (Raphanus sativus)]
HQ407267, Shigella flexneri [house fly (Musca domestica)]

AEMEQ1000001, Escherichia sp. TW09308
JX294878, Escherichia coli, [pranish sllig'\ﬁArion lusitanicus)]
:H28 Str'EDL

CP007136, Escherichia coli 014 12581 [lettuce]
AE005174, Escherichia coli O157:H7 str. 933
JF946810, Escherichia sp. A741, [house fly (Musca domestica)]

CP006584, Escherichia coli LY180

KU362654, Shigella sp. 80A.3 [strawberry]

HQ407221, Escherichia fergusonii, [house fly (Musca domestica)]

AP010953, Escherichia coli 026:H11 str. 11368

CP011018, Escherichia coli [Homo sapiens{

KC017348.1 Escherichia coli strain am-BHI3 [cockroach]

KT998842, Shigella flexneri [Mossambicus tilapia gut]

FN554766, Escherichia coli 042

- HQ407271.1 Shigella sonnei strain T96 [house fly (Musca domestica?] .
KF115217.1 Uncultured Mangrovibacter sp. [red palm weevil gut]

KU254647, Mangrovibacter sp. MFB070 [mud soil from aquaculture pond]

CP014993, Enterobacter asburiae [Homo sapiens]
GQ416383, uncultured Enterobacter sp. [biological degreasing systems]
KF057942, Pseudocitrobacter faecalis [fecal sample]

GQ418112, uncultured Enterobacter sp. [biological degreasing systems]

KC853199, Enterobacter sp. W40 [red-eyed treefrog (Agalychnis callidryas)]

AB673461, Trabulsiella sp. Of17, [termite (Odontotermes formosanus)]
DQ453130, Trabulsiella odontotermitis [termite]

KC434962, Trabulsiella guamensis [termite

KR189395, Trabulsiella sp. UIWRF1163 [TCR site]

L JN089353.1 Citrobacter koseri strain A2.NA [Canary date palm (Phoenix canariensis)]

JN254644, Cronobacter sakazakii [betel leaves (Piper betle)]

FJ906922, Cronobacter sakazakii

AJKT01000005, Cronobacter sakazakii 2151 [Homo sapiens]
CALF01000071, Cronobacter sakazakil 696

JQ963896, Cronobacter turicensis [house fly (Musca domestica)]

JQ963910, Cronobacter turicensis, [fly (Sarcophaga haemorrhoidalis)]

FJ906920, Cronobacter muytjensii

FJ492809, Shimwellia pseudoproteus

NR_136431.1 Enterobacillus tribolii strain 1G-V01 [insect gut]
LK934679.1 Enterobacillus tribolii [insect gut]

85d49
100% " — AXDL01000022, Franconibacter helveticus 1159 [fruit powder]
C AXSY01000041, Franconibacter pulveris 601 [fruit powder]

0.10

Fig S9. Phylogenetic tree containing 85d49 and relative
Enterobacteriaceae. M57738 was used as an outgroup. See Fig S6 for
other information.



KF600463.1 Zymobacter palmae strain B8_3CO2 [honey bee (Apis mellifera)]

[ LN651145, Kushneria indalinina [plant (Allenrolfea vaginata)]
L

AY266108, Candidatus Portiera aleyrodidarum [sugarcane whitefly (Neomaskellia andropogonis)]

Fig $S10. Phylogenetic tree containing 65a05, 5¢cf0d, bed3d and relative
Halomonadaceae. See Fig S9 for other information.



HQ407279, Acinetobacter soli [house fly (Musca domestica])
EF178435, Acinetobacter baylyi [rice]
KF254606, Acinetobacter soli [great gerbil (Rhombomys opimus)]
6, A
HQ670715, Acinetobacter sp. PO01 [prairie soll]
HQ670702, Acinetobacter sp. A013 [prairie soil]
KC193569, Acinetobacter puyangensis
DQ314740, Acinetobacter antlwrahs
KM518627, Acinetobacter popul
JN644576, Aclnelobac!erjunu [southern house mosquito (Culex quinquefasciatus)]
KM598254, Acil plantarum [soil]
AM412149, Acinetobacter sp. P-143 [oxic zone of a 1-day-old flooded (unplanted) rice paddy soil microcosm]
AM412161, Acinetobacter sp. P-134 [oxic zone of a 1-day-old flooded (unplanted) rice paddy soil microcosm]
FR773879 Acinetobacter sp. SP1 [papaya]
HQ377323, Acinetobacter sp. On4 [European corn borer (Ostrinia nubilalis)]
KF254608, Acinetobacter baumannii [insect (Phlebotomus papatasi)]
JN644533, Acinetobacter baumannii [southern house mosquito (Culex quinquefasciatus)]
JF946793, Acinetobacter sp. A423 [house fly (Musca domestica)]
FJ816076, Acinetobacter baumannii [rhizosphere soil of reproductive stage Pennisetum glaucum collected at Paud road]
CP001182, Acinetobacter baumannii AB0057
CU468230, Acinetobacter baumannii SDF
EF522130, Acinetobacter sp. CU27 [sugarcane]
EF195354, Acinetobacter sp. PSGB04 [diamondback moth (Plutella xylostella)]
AF467295, uncul|ured Acinetobacter sp.
D01000096, Acinetobacter sp. HA [cotton bollworm (Helicoverpa armigera)]
KF436732 1 Acinetobacter schindleri strain M2PI4 [insect (Capsodes infuscatus)]
GU726178, Acinetobacter sp. KZ_AalM_Mm4 [Asian tiger mosquito (Aedes albopictus)]
[ JX840375, Acir bouvetii
EUB867309, Acinetobacter haemolyticus [French bean (Phaseolus vulgaris)]
FJ811887, uncultured Acinetobacter sp. [red turpentine beetle (Dendroctonus valens)]
KR106596, Acinetobacter guillouiae [red turpentine beetle (Dendroctonus valens)]
KC865725, uncultured Acinetobacter sp. [western corn rootworm (Diabrotica virgifera virgifera)]
KR232644, sp. AA41 ean fruit fly (Ceratitis capitata strain Vienna-8)]
KP836253, Acinetobacter sp. CW13 [fly (Delia radicum)]
FJ392124, Acinetobacter sp. E-9 [green ash (Fraxinus pennsylvanica)]

FJ608220.1 Acinetobacter Iwoffii strain M2 [Asian malaria mosquito (Anopheles stephensi)]
DQ371237, Acinetobacter Iwoffii [ash tree (Fraxinus sp.)]
JN644577, Acinetobacter Iwoffii [southern house mosquito (Culex quinquefasciatus)]
EU921457, Acinetobacter Iwoffii

FJ811876.1 Acir Iwoffii strain 8-CDF [red turpentine beetle (Dendroctonus valens)]

' KX161743, Acinetobacter Iwoffii [maize rhizosphere]
JN644620, Acinetobacter beijerinckii [southern house mosquito (Culex quinquefasciatus)]
FJ816054, Acinetobacter sp. PUCM1007 [rhizosphere soil of sowing stage Pennisetum glaucum collected at Paud village]
HQ132734, Acinetobacter haemolyticus [Colorado potato beetle (Leptinotarsa decemlineata)]
KP836247, Acinetobacter sp. CW4 [fly (Delia radicum)]

JX840377, Acinetobacter johnsonii

KF420293, A sp. B1(2013, (Phasmarhabditis hermaphrodita)]
HQ659186, Aclnelobac!er sp. Ld3 [Colorado potato beetle (Leptinotarsa decemlineata)]
KR232646, Acil p. AA43 ean fruit fly (Ceratitis capitata strain Vienna-8)]

_r— FJ719330 Aclnelobac(er sp. T133 [soll]
p. juv985 [white lupine (Lupinus albus)]
EU921463 Acinetobacter calcoaceticus
AB513733, Acinetobacter sp. 213 [mangrove sediment]
GQ478266, Acinetobacter sp. B4M-L [yerba mate (llex paraguariensis)]
ALOW01000005, Acinetobacter sp. GG2 [rhizosphere]
FJ688379, Aclnelobac!er sp. KZ-OAIM [Asian tiger mosquito (Aedes albopictus)]
u61 , Acinetobacter oleivorans [soil]
FJ694760 Acinetobacter sp. DSM 7324
FJ816053, Acinetobacter calcoaceticus [rhizosphere soil of flowering stage Pennisetum glaucum collected at Rajgurunagar]
GU991859, Acinetobacter calcoaceticus [ginger]
JN644621, Acinetobacter calcoaceticus [southern house mosquito (Culex quinquefasciatus)]
AF390089, Acinetobacter sp. W-17
GQ497239, Acinetobacter sp. A7-6 [agricultural soil]
KC236606, Acinetobacter sp. 4089 [purplish paddy soil profile]
FJ816078, Acinetobacter calcoaceticus [rhizosphere soil of seedling stage Pennisetum glaucum collected at Paud road]
EU921459, Acinetobacter calcoaceticus
KF254609, Acinetobacter calcoaceticus [great gerbil (Rhombomys opimus)]
KM021296, Acinetobacter sp. CBUO32F [Limosa harlequin frog (Atelopus limosus)]
EU867305, Acinetobacter sp. CCGE2015 [French bean (Phaseolus vulgaris)]
ACPK01000075, Acinetobacter calcoaceticus RUH2202

FN600413, Acinetobacter rhizosphaerae [soil]

U37348, Acinetobacter sp.

HMO063913, Acinetobacter sp. S3.MAC.013 [soil]

HQ406755, Acinetobacter sp. TY14McD [Mammillaria carnea rhizosphere during dry season]
KP704408, Acinetobacter sp. UYFAOQ2 [tall fescue (Festuca arundinacea)]
KC853194, Acinetobacter sp. W33 [black-eyed leaf frog (Agalychnis moreletii)]
EU921470, Acinetobacter calcoaceticus

HQ407301, Acinetobacter calcoaceticus [house fly (Musca domestica)]

KM020996, Acinetobacter sp. 80K [slim-fingered rain frog (Craugastor crassidigitus)]
KM021125, Acinetobacter sp. 130M [Veragua cross-banded treefrog (Smilisca sordida)]
KT922025, Acinetobacter sp. I-A-E-13

F740571, Acinetobacter psychrotolerans [beetle (Xylosandrus germanus)]

JQ661217, Acinetobacter radioresistens [soil]
_t])(195186 Acir 1s [Piper nigrum r ]
KJ000864, Acinetobacter sp. SCU-| BZGB [cricket]

HQ284952, Acinetobacter sp. 17N2 [tree tobacco (Nicotiana glauca)]

JX067661, Acinetobacter sp. SAP220.2 [floral nectar]

JQ771131, Acinetobacter nectaris [floral nectar]

HQ284875, Acinetobacter sp. 11N1 [grapefruit (Citrus x paradisi)]
KF600441, Acinetobacter sp. B7_2TCO2 [honey bee (Apis mellifera)]

JQ771136, Acinetobacter boissieri [floral nectar]

HQ284801, Aclnelobac;er sp. 8NS8 [almond (Prunus dulcis)]

GU726180, Acinetobacter sp. KZ_AalM_Mm5 [Aslan tiger mosquito (Aedes albopictus)]
EU867308, Acinetobacter calcoaceticus [French bean (Phaseolus vulgaris)]
JQ660005, Acinetobacter sp. R9-560 [plant (Jatropha curcas L.)]

JX982124, Acinetobacter gingfengensis

AY251391, Alkanindiges hongkongensis
DQ847440, uncultured Alkanindiges sp. [human skin]
LT171852.1 Uncultured Alkanindiges sp. [Pacific oyster (Crassostrea gigas)]

JN866483.1 Uncultured Alkanindiges sp. [Bangongco Lake]
KM059133.1 Uncultured Alkanindiges sp. [Oriental citrus fly (Bactrocera minax)]

AJ495805, Psychrobacter sp. p3C [soil]
AHVZ01000011, Psychrobacter sp. PAMC 21119 [soil]
AB016054, Psychrobacter pacificensis
HQ730697, uncultured Psychrobacter sp. [extreme acid environment]

|‘CKC160744' Perlucidibaca sp. SS11.18 [Antarctic sea sediment]
KC899215, uncultured Perlucidibaca sp. [mesocosm with Baltic Sea water, 2 deg. C]

-
100% E JX458465, Perlucidibaca sp. W2.10-39 [deep mineral water aquifer]
o

0.10

Fig S11. Phylogenetic tree containing 31c71 and relative Moraxellaceae.
See Fig S6 for other information.
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Fig S12. Comparison of honey bee gut microbiome and their relatives in
the hornet gut. Relative abundance of major eight genera in the honey bee
gut and their relatives in the V. simillima gut. Plots are scaled to 100%.



Table S1. Top hit sequences of hornet core OTUs in BLAST search

OTU ID e-value Identity (%) Accession number | Organism Isolation source Host
80fld NR 126291 Gibbsiella greigii n.d. n.d.
NR_ 118387 Gibbsiella papilionis intestinal tract Mycalesis gotama
GU826700 Serratia sp. TN49 n.d. Batocera horsfieldi (Hope)
3.00E-131 100 NR_108121 Gibbsiella dentisursi bear oral cavity n.d
GU562342 Gibbsiella quercinecans n.d n.
NR_ 117526 Gibbsiella quercinecans n.d. n.d.
GQ417538 uncultured Serratia sp. biological degreasing systems n.d
|EF534572 Serratia sp. N-78b Spanish oak forest n.d
85d49 NR_126291 Gibbsiella greigii No description n.d.
NR_118387 Gibbsiella papilionis intestinal tract Mycalesis gotama
GU826700 Serratia sp. TN49 n.d. Batocera horsfieldi (Hope)
7.00E-132 100 NR_108121 Gibbsiella dentisursi bear oral cavity n.d.
GU562342 Gibbsiella quercinecans n.d. n.d
NR_117526 Gibbsiella quercinecans n.d. n.d.
GQ417538 uncultured Serratia sp. biological degreasing systems n.d
EF534572 Serratia sp. N-78b Spanish oak forest n.d.
1d321 3.00E-131 100 AY350737 Zymomonas mobilis subsp. pomaceae n.d n.d
al527 | 1.00E-128 99 JX228434 bacterium 37-L049660-122-017-E05 Anderson impactor s n.d
CP028349 Pantoea vagans blood of an infant Homo sapiens
6.00E-127 99 MH379795 Pantoea sp. plants of soil contaminated by high concentrations of toxic metals, lead n.d.
MG831371 uncultured Enterobacteriaceae bacterium n.d. n.d.
f26d5 KX450472 Lonsdalea sp. pollen Colchicum autumnale
JN600327 Pectobacterium aroidearum n.d. n.d
CP003776 Pectobacterium carotovorum subsp. carotovorum PCC21 |n. d. n.d.
JQ046877 uncultured bacterium phyllosphere apple cultivar Gala
JF311446 Lonsdalea britannica n.d. n.d.
NR 118127 Lonsdalea britannica n.d. n.d
3.00E-131 100 HM196339 Lonsdalea quercina n.d. n.d.
HM150665 Pectobacterium carotovorum subsp. carotovorum n.d. n.d.
HM179991 Pectobacterium carotovorum subsp. carotovorum soil n.d.
GQ915088 Erwinia sp. AaMG18 midgut Aedes albopictus
EF534571 Lonsdalea quercina Spanish oak forest n.d.
DQ785511 Pectobacterium carotovorum (Erwinia carotovora) n.d. n.d.
DQ298132 Lonsdalea quercina plant thorns n.d.
DQ068843 uncultured bacterium Gl tract sample, freshly caught antlion, OTU8 Myrmeleon mobilis
8d2cb KX450472 Lonsdalea sp. pollen Colchicum autumnale
JN600327 Pectobacterium aroidearum n.d. n.d.
CP003776 Pectobacterium carotovorum subsp. carotovorum PCC21 |n. d. n.d.
JQ046877 uncultured bacterium phyllosphere apple cultivar Gala
JF311446 Lonsdalea britannica n.d n.d.
NR_ 118127 Lonsdalea britannica n.d. n.d
7.00E-132 100 HM196339 Lonsdalea quercina n.d n.d
HM150665 Pectobacterium carotovorum subsp. carotovorum n.d n.d
HM179991 Pectobacterium carotovorum subsp. carotovorum soil n.d.
GQ915088 Erwinia sp. AaMG18 midgut Aedes albopictus
EF534571 Lonsdalea quercina Spanish oak forest n.d
DQ785511 Pectobacterium carotovorum (Erwinia carotovora) n.d n.d
DQ298132 Lonsdalea quercina plant thorns n.d
DQ068843 uncultured bacterium GI tract sample, freshly caught antlion, 0TU8 Myrmeleon mobilis
65a05 KF600463 Zymobacter palmae bee bread food stores Apis mellifera
3.00E-131 100 NR 041786 Zymobacter palmae : n.d. n.d : ;
HM110603 uncultured gamma proteobacterium single abdomen Chalybion californicum
AF211871 Zymobacter palmae n.d. n.d.
5cf0d KF600463 Zymobacter palmae bee bread food stores Apis mellifera
NR.041786 Zymobacter palmae n.d n.d
3.00E-124 98 HM110603 uncultured gamma proteobacterium single abdomen Chalybion californicum
NR_043806 Halotalea alkalilenta alkaline alpeorujo, sludge-like byproduct of the olive mill industry n.d.
AF211871 Zymobacter palmae n.d.
31c71 1.00E-129 99 KC137147 i Polyrhachis hi voucher CSM0709
1.00E-128 99 LC333521 a n.d
bed3d KF600463 Zymobacter palmae bee bread food stores Apis mellifera
NR 041786 Zymobacter palmae n.d. n.d.
8.00E-125 98 HM110603 uncultured gamma proteobacterium single abdomen Chalybion californicum
NR_043806 Halotalea alkalilenta alkaline alpeorujo, sludge-like byproduct of the olive mill industry n.d.
AF211871 Zymobacter palmae n.d n.d.
5¢53b NR_149810 Gilliamella bombicola bumble bee gut n.d.
KM454417 Gilliamella apicola n.d. n.d.
3.00E-131 100 CP007445 Gilliamella apicola n.d n.d.
KF600321 Gilliamella apicola alimentary tract hindgut Apis mellifera
JQ389991 uncultured gamma proteobacterium bee gut Bombus bohemicus
f9b86 NR_149810 Gilliamella bombicola bumble bee gut n.d.
KM454417 Gilliamella apicola n.d. n.d.
7.00E-132 100 CP007445 Gilliamella apicola n.d n.d
KF600321 Gilliamella apicola alimentary tract hindgut Apis mellifera
JQ389991 uncultured gamma proteobacterium bee gut Bombus bohemicus

Sequences with the highest similarity to core OTUs are shown. Information on isolation
source and host are referred in GenBank. The OTU IDs were shortened to the last five
characters. Core OTUs unique to V. mandarinia, V. simillima, and shared between both
are highlighted in blue, yellow, and green, respectively.




